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Highlights: Impact and implications:
� Senescence is induced in the intestine during human and
murine cholestatic disease.

� Increased presence of bacteria mediate senescence in the
intestine during cholestatic liver disease.

� Senescence regulates the intestine regenerative response
during cholestatic disease.

� Elimination of senescence aggravates liver injury and
fibrosis by disrupting barrier integrity during cholestatic
liver disease.
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Cholestatic liver disease associates with the dysregulation of
intestinal barrier function, while the mechanisms mediating the
disruption of the gut-liver axis remain largely undefined. Here,
we demonstrate that senescence, a cellular response to stress,
is activated in intestinal cells during cholestatic liver disease in
humans and mice. Mechanistically, we demonstrate that the
reduction of bile acids and the increased presence of bacterial
products mediate the activation of intestinal senescence during
cholestatic liver disease. Importantly, the elimination of these
senescent cells promotes further damage to the intestine that
aggravates liver disease, with increased tissue damage and
fibrosis. Our results provide evidence that therapeutic strate-
gies to treat cholestatic liver disease by eliminating senescent
cells may have unwanted effects in the intestine and support
the need to develop cell/organ-specific approaches.
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Regulation of intestinal senescence during cholestatic liver
disease modulates barrier function and liver

disease progression
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Caitlin Bone1, Ane Alava-Arteaga1,2, Meha Patel1,2, Charlotte Hellmich3,6, Pablo Luri-Martin1,2, Ece Silan2, Mark Philo5, David Baker5, Simon
M. Rushbrook3,7, Falk Hildebrand1,2,4, Stuart A. Rushworth3,*, Naiara Beraza1,2,8,*

JHEP Reports 2024. vol. 6 j 1–15

Background & Aims: Senescence has been reported to have differential functions in cholangiocytes and hepatic stellate cells
(HSCs) during human and murine cholestatic disease, being detrimental in biliary cells and anti-fibrotic in HSCs. Cholestatic liver
disease is associated with loss of intestinal barrier function and changes in the microbiome, the mechanistic cause of which
is undetermined.

Methods: Intestinal samples were analysed from controls and patients with primary sclerosing cholangitis, as well as wild-type
(WT) and p16-3MR transgenic mice. Cholestatic liver disease was induced by bile duct ligation (BDL) and DDC diet feeding.
Fexaramine was used as an intestinal-restricted FXR agonist and antibiotics were given to eliminate the intestinal microbiome.
Senescent cells were eliminated in p16-3MR mice with ganciclovir and in WT mice with the senolytic drug ABT-263. In vitro
studies were done in intestinal CaCo-2 cells and organoids were generated from intestinal crypts isolated from mice.

Results: Herein, we show increased senescence in intestinal epithelial cells (IECs) in patients with primary sclerosing cholangitis
and in mice after BDL and DDC diet feeding. Intestinal senescence was increased in response to reduced exposure to bile acids
and increased presence of lipopolysaccharide in vitro and in vivo during cholestatic liver disease. Senescence of IECs was
associated with lower proliferation but increased intestinal stem cell activation, as supported by increased organoid growth from
intestinal stem cells. Elimination of senescent cells with genetic and pharmacological approaches exacerbated liver injury and
fibrosis during cholestatic liver disease, which was associated with increased IEC apoptosis and permeability.

Conclusions: Senescence occurs in IECs during cholestatic disease and the elimination of senescent cells has a detrimental
impact on the gut-liver axis. Our results point to cell-specific rather than systemic targeting of senescence as a therapeutic
approach to treat cholestatic liver disease.

© 2024 The Authors. Published by Elsevier B.V. on behalf of European Association for the Study of the Liver (EASL). This is an open access article
under the CC BY license (http://creativecommons.org/licenses/by/4.0/).

Introduction
Senescence is a cellular response to stress and damage that
prevents growth of transformed cells1 and improves tissue
renewal and wound repair.2 Nonetheless, senescence also has
detrimental effects when persistent or unresolved and is
implicated in the development of pathologies including liver
disease.3–8 In particular, biliary cell senescence has been
described in livers from patients with primary biliary chol-
angitis3,4,7 and primary sclerosing cholangitis (PSC),3,5,6,8

where senescence is associated with disease severity.3,8,9

Liver senescence has also been described in preclinical
mouse models of cholestatic liver disease, including 3,5-
diethoxycarbonyl-1,4-dihydrocollidine (DDC) diet10 and bile
duct ligation (BDL),11–13 where senescence was detrimental

when found in cholangiocytes,12–14 but had antifibrotic prop-
erties when expressed in hepatic stellate cells (HSCs).11–13

Therapeutic attempts focused on inhibition of senescence in
biliary cells/cholangiocytes have been shown to reduce fibrosis
during preclinical cholestatic disease.13,15–18

The intestinal epithelia of the small intestine consists of a
monolayer of columnar cells (intestinal epithelial cells; IECs)
composed of Lgr5+-intestinal stem cells (ISCs) and Paneth
cells, with antimicrobial activity, residing in the crypt base
whereas the villus is composed of enteroendocrine cells (<1%
prevalent), goblet cells (mucus-producing cells comprising 4-
16% of the epithelia), tuft cells (<1%) and absorptive enter-
ocytes, which represent the vast majority of IECs in the villi.19

Colonic structure and cell composition are similar while the
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epithelial surface is flat and lacking Paneth cells. Enterocytes/
colonocytes preserve intestinal permeability by expressing tight
junction proteins (i.e. occludin) that impair the translocation of
large molecules and bacteria across the epithelial barrier.20

During homeostasis the intestine is constantly regenerating,
with crypt-base ISCs proliferating, differentiating, and migrating
up through the villi every 2-5 days, repopulating the epithelia as
IECs.21,22 After injury, ISC self-renewal is tightly regulated to
ensure the regeneration of the intestinal epithelia.22

It is well established that chronic liver disease, including
cholestatic disease, is associated with profound changes in in-
testinal microbiome composition and disruption of intestinal
(barrier) function, leading to increased permeability, unresolved
inflammation, and disease progression.23 However, the mech-
anisms mediating these functional changes observed in the in-
testine during cholestatic liver disease remain largely undefined.

Here, we describe the regulation of cellular senescence in
the small and large intestine during cholestatic liver disease,
with the reduction in intestinal bile acids and bacterial growth
as mechanistic mediators. Using genetic and pharmacological
approaches to eliminate senescent cells, we define the func-
tional relevance of senescence as a cellular stress response in
the intestinal epithelia during cholestatic liver disease.

Materials and methods
Please see the supplementary materials and methods provided
in the supplementary information.

Results

Senescence is activated in the intestine during human and
murine cholestatic liver disease

Here, we show increased numbers of p16-positive cells
(Fig. 1A) and increased SA-b-galactosidase staining, the gold
standard for detection of senescent cells (Fig. 1B), in colonic
samples from patients with PSC compared with control in-
dividuals. The clinical characteristics of the disease cohort are
shown in Table S1.

Increased intestinal senescence was confirmed in two pre-
clinical mouse models of cholestatic liver disease: BDL and
DDC feeding. We found increased p16 gene expression
(Fig. 1C,D), p16 immunofluorescence staining (Fig. 1E,F) and
SA-b-Galactosidase staining (Fig. S1A) in the small intestine
(ileum) and colon of cholestatic mice. Immunofluorescence of
p16 and occludin, a tight junction protein expressed in IECs,20

confirmed these as the main senescent cells in the intestine
during cholestatic liver disease (Fig. 1G,H and Fig. S1B).

Intestinal senescence is associated with lower
regenerative capacity despite increased stemness during
cholestatic liver disease

In line with the antiproliferative characteristic of senescent cells,
we found significantly fewer Ki67-positive cells in the colon
from patients with PSC (Fig. 2A) and the small intestine (Fig. 2B
and Fig. S2A,B) and colon (Fig. S2C and D) of mice after BDL
and DDC feeding.

Intestinal cell proliferation and regeneration is tightly regu-
lated by the activation of self-renewing Lgr5+ ISCs at the crypt
base19 (Fig. S3A). We found increased expression of Lgr5 in the
small (Fig. 2C) and large intestine (Fig. S3B) in BDL and DDC-

fed mice. Further qPCR analysis on IECs isolated from the
ileum from BDL and DDC mice confirmed the increased
expression of Lgr5 in cells outside the basal crypt compartment
(Fig. S3C). These results point to an increased expansion and
activation of ISCs during cholestatic disease after BDL and
DDC. This was confirmed by the increased growth of organoids
in vitro from intestinal crypts isolated from BDL and DDC mice
when compared to those isolated from control mice (Fig. 2D
and Fig. S3D, respectively).

These results show that activation of senescence in IECs is
associated with decreased cell proliferation during human and
murine cholestatic disease but increased ISC activation
in mice.

Reduced bile acids and increased bacterial endotoxin
contribute to senescence in intestinal cells in vitro and
in vivo during cholestatic liver disease

We hypothesised that intestinal senescence during cholestatic
liver disease could be a result of a decreased delivery of bile
acids (BAs) and bacterial overgrowth (Fig. 3A) and dysbiosis
that occurs in the intestine during murine cholestatic disease in
BDL and DDC-fed mice, the latter confirmed by 16s rRNA
sequencing. Hence, the microbiome composition in both
cholestatic models is dominated by an increase in Enterobac-
teriaceae (Fig. 3B, Table S2) that include potentially pathogenic
genera like Enterococcus and Escherichia, while showing
reduced Lactobacillus and Lachnospiraceae (Fig. 3B).
Increased presence of pathogenic Escherichia coli (E. coli) in
BDL and DDC mice was confirmed by qPCR of faecal sam-
ples (Fig. 3C).

To test our hypothesis, we performed in vitro experiments
where we induced senescence in CaCo-2 cells with ethanol
treatment for 24 h, as previously described in endothelial
cells.24 We found that deoxycholic acid (DCA) (75 lM diluted in
EtOH) reduced cellular senescence as evidenced by attenuated
SA-b-Gal staining (Fig. 3D and Fig. S4A) that was not associ-
ated with increased apoptotic cell death (Fig. 3E). Bacterial
endotoxin (LPS) promotes senescence in various cell systems
including cholangiocytes in vitro.5 Here, we show LPS can
similarly induce senescence in intestinal cells as evidenced by
increased SA-b-Gal staining, without impacting on cell death
(Fig. 3D,E and Fig. S4B).

Increased senescence in EtOH-treated cells was associated
with a reduction in the expression of occludin, whose presence
was restored by DCA (Fig. 3F and Fig. S4C). Similarly, LPS-
treated cells showed reduced occludin expression compared
to controls (Fig. 3F and Fig. S4D), overall suggesting that
senescence negatively correlates with intestinal permeability.

Senescence is associated with increased mitochondrial
respiration and oxidative stress via p-p38 signalling.4,25 Meta-
bolic analysis using Seahorse technology in CaCo-2 cells
showed that senescent EtOH- and LPS-treated cells had
significantly higher oxygen consumption rate values compared
with DCA-treated cells (Fig. 3G), indicating a significant
reduction in mitochondrial respiration, supported by lower
basal respiration, ATP synthesis and maximal respiration
(Fig. 3H). Immunoblotting evidenced the increased p-p38
expression associated with senescence in EtOH- and LPS-
treated cells compared to DCA and control cells (Fig. 3I). Ulti-
mately, 4-HNE immunostaining in intestinal tissues confirmed
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Fig. 1. Senescence is increased in the intestine during human and murine cholestasis after BDL and DDC feeding. (A) Immunohistochemistry using a p16-
antibody, quantification of positive cells (control vs. PSC, ****p <0.0001) and (B) SA-b-Gal staining in colonic biopsies from patients with PSC and controls. qPCR
of p16 gene expression in ileum and colon from (C) BDL (Ileum 0 h vs. 1 d, *p = 0.0427; Colon 0 h vs. 3 d, *p = 0.0287; Colon 0 h vs. 7 d, *p = 0.0318) and (D) DDC-fed
mice (after 7 days) (ileum, *p = 0.0185; colon, *p = 0.0452). (E) p16 immunofluorescent staining in ileum and (F) colon samples from BDL and DDC-fed mice. (G, H)
Immunofluorescence co-staining with p16 (red), occludin (green) and dapi (blue) in ileum and colon after BDL. Analyses were done from n = 8 control and n = 12 PSC
colon biopsies and n = 5-6 mice. Representative microscopical images are shown at 40x (A, B), 20x (E-H) magnification. Values are mean ± SEM. Statistical differences
were determined using Welch’s t-test. BDL, bile duct ligation; DDC, 3,5-diethoxycarbonyl-1,4-dihydrocollidine; PSC, primary sclerosing cholangitis.

JHEP Reports, --- 2024. vol. 6 j 101159 3

Research article



increased oxidative stress after BDL and DDC feeding
compared to control mice (Fig. 3J).

To confirm our observations in vitro, we performed in vivo
studies where we activated intestinal BA signalling with the
intestinal-specific FXR agonist fexaramine (Fex) in BDL and

DCC models. Treatment with Fex reduced p16 staining in the
small and large intestine (Fig. 4A and Fig. S5A,B) from BDL and
DDC mice, which was associated with improved Ki67-positive
IEC numbers (Fig. 4B). Interestingly, reduced senescence was
associated with a lower presence of Lgr5+ cells outside the
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crypt base in BDL/Fex and DDC/Fex mice (Fig. 4C), supporting
the association between senescence and Lgr5+-ISC expansion
we observed (Fig. 2C).

Accordingly with the previously described effects of phar-
macological modulation of FXR with Fex in restoring intestinal
barrier function,26 occludin expression was improved in BDL/
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Fex and DDC/Fex mice (Fig. 4D and Fig. S5C). Ultimately,
supporting previous studies in alcohol-related liver disease
(ALD) and cirrhotic mice,26,27 Fex treatment significantly
reduced liver injury (necrosis) in BDL and DDC mice (Fig. 4E,F
and Fig. S5D,E,G,H) and was associated with reduced liver BA

content (Fig. S5F), supporting recovery of FXR signalling in the
gut-liver axis.

Next, to determine the impact of intestinal bacteria in
regulating senescence, we treated mice with a cocktail of
broad-spectrum antibiotics (ABx) for 1 week prior to DDC
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feeding and for the duration of the experiment (1 week). We
confirmed that ABx treatment significantly reduced the pres-
ence of p16-positive senescent cells in the small and large
intestine of DDC mice (Fig. S6A).

In parallel, we performed in vivo experiments using vanco-
mycin, a non-absorbable antibiotic that significantly reduced

the presence of intestinal bacteria (Fig. 5A) and was associated
with a reduction of senescence in the intestines from BDL/
vancomycin and DDC/vancomycin mice (Fig. 5B and Fig. S6B),
in agreement with our results in ABx-treated mice. Decreased
senescence of IECs was associated with a further reduction in
their proliferative capacity (Fig. 5C and Fig. S7A), supporting

A

C

G

F

E

B

D

BDL Ctrl DDC 16
S 

co
pi

es
 p

er
 m

g 
D

N
A/

fa
ec

es

3×1010

2×1010

1×1010

0
BDL/
vanco

DDC/
vanco

*** ****
BDL

DDC

p16 p16

p16p16

BDL/vanco

DDC/vanco

DDCBDL

Lgr5 Lgr5 Lgr5

BDL/vanco DDC/vanco

Lgr5

BDL 

0

10

20

30

Ki
67

(p
os

iti
ve

 in
 il

eu
m

 %
)

BDL/v
an

co

****

0

10

20

30

DDC
DDC/va

nc
o

Ki
67

(p
os

iti
ve

 in
 il

eu
m

 %
) ****

BDL BDL/vanco

0

2

4

6

8

BDL

Si
riu

s 
R

ed
(a

re
a 

tim
es

 v
s.

 c
on

tro
l %

)

BDL/
vanco

*

DDC DDC/vanco

0

1

2

3

4

5

Si
riu

s 
R

ed
(a

re
a 

tim
es

 v
s.

 c
on

tro
l %

)

DDL DDC/
vanco

p = 0.0562

0.20

0.15
0.10

0.05
0.00

C
ou

nt
s

Enterobacteriaceae

***
Control
BDL
BDL + Vancomycin
DDC
DDC + Vancomycin

Fig. 5. Vancomycin treatment reduces intestinal senescence in mice after BDL and DDC diet. (A) 16s qPCR in faecal samples (BDL vs. BDL/vanco, ***p = 0.0002;
DDC vs. DDC/vanco, ****p <0.0001; Brown-Forsythe and Welch one-way ANOVA), (B) p16 immunofluorescence, (C) quantification of Ki67-positive cells (BDL vs. BDL/
vanco, ****p <0.0001; DDC vs. DDC/vanco, ****p <0.0001; Welch’s t-test) (D) Lgr5 immunofluorescence on ileal samples from BDL and DDC-fed mice pre-treated with
vancomycin (50 mg/kg) for 1 week before intervention and throughout the experiment. (E, F) Sirius red staining and quantification in livers (BDL vs. BDL/vanco, *p =
0.0442; DDC vs. DDC/vanco, n.s. p = 0.0562; Welch’s t-test) (G) Community composition at genus level from 16srRNA sequencing of faecal samples. Analyses were
done from n = 5-11 mice. Representative images are shown from 20x (B, D) and 10x (E, F) magnification. BDL, Bile duct ligation; 4-HNE, 4-hydroxynonenal; DDC, 3,5-
diethoxycarbonyl-1,4-dihydrocollidine.

JHEP Reports, --- 2024. vol. 6 j 101159 7

Research article



the key role of BA signalling in preserving intestinal cell func-
tion. Reduced Lgr5 expression (Fig. 5D and Fig. S7B) in the
small intestine from BDL/vancomycin and DDC/vancomycin
mice further supported the positive correlation between
senescence and ISC stemness that was confirmed by the
reduced organoid growth capacity of crypt base cells isolated
from DDC/vancomycin mice (Fig. S7C). Ultimately, vancomycin
significantly aggravated liver fibrosis in mice after BDL and
DDC-feeding (Fig. 5E,F), an effect that was also observed in
DDC/ABx mice (Fig. S8A) in accordance with previous
studies,28 where increased disease progression in antibiotic-
treated mice correlated with an increased abundance of path-
ogenic Enterobacteria, as we observed in BDL/vancomycin and
DDC/vancomycin mice (Fig. 5G).

Overall, our results demonstrate the absence of BA-FXR
signalling and the increased presence of bacterial endotoxin
as mechanisms mediating senescence in IECs during chole-
static liver disease.

Elimination of senescent cells exacerbates liver injury and
fibrosis during cholestatic disease in mice and is
associated with disruption of intestinal barrier integrity

Previous studies have shown increased senescence in chol-
angiocytes during cholestatic disease5,6 and suggested the
elimination of senescence as a potential therapeutic
approach.13,15–18 Our results showing that the overall expres-
sion of p16 was higher in the intestinal epithelia compared to
the liver from BDL and DDC mice (Fig. S9A), where senescence
was mainly restricted to cholangiocytes (Fig. S9B), support the
intestine as a relevant organ targeted by systemic seno-
lytic treatments.

To test the effects of elimination of senescence in the gut-
liver axis during cholestatic disease, we used p16-3MR mice
in which p16-expressing cells are killed by ganciclovir (GCV)
treatment.29 In our initial experiments, GCV-treated p16-3MR
mice showed high mortality, particularly at day 6 after BDL
(data not shown). The surviving BDL/GCV mice showed profuse
necrosis and increased fibrosis in the liver at 7 days after sur-
gery (Fig. S10A and B).

To confirm the detrimental effects of elimination of p16-
senescent cells during cholestatic disease we performed
additional experiments with p16-3MR mice treated with GCV,
which we culled 5 days after BDL, to reduce mortality and in-
crease our sample size.

Firstly, we confirmed GCV treatment was not cytotoxic to
the liver, as demonstrated by the absence of changes in serum
transaminase and alkaline phosphatase levels (Fig. S11A) and
caspase 3 activity on whole liver extracts from p16-3MR mice
(Fig. S11B), which showed normal histology and lack of
fibrosis, as evidenced by H&E and Sirius Red staining on liver
sections (Fig. S11C–E).

After BDL, whilst no significant changes in serum trans-
aminases or alkaline phosphatase levels were observed
(Fig. 6A), we found significantly increased liver necrosis and
fibrosis in BDL/GCV mice compared with BDL animals
(Fig. 6B,C and Fig. S11F).

Analysis of intestinal samples in BDL/GCV mice showed that
elimination of senescent cells (Fig. S12A) was associated with a
further reduction in IEC proliferation (Fig. 6D and Fig. S12B),
pointing to an impaired repair response to damage.

Accordingly, we found decreased expression of Lgr5+ in BDL/
GCV mice (Fig. 6E) and a reduced growth capacity of crypt
base cells, as all cysts were dead at day 6 of culture (data not
shown). Increased apoptosis (Fig. 6F) and reduced expression
of occludin, which relocated from the basal to the intercellular
apical membrane (Fig. 6G and Fig. S12C), were evident in the
small and large intestine in BDL/GCV mice. Analysis of circu-
lating LPS-binding protein confirmed the increased intestinal
leakiness in BDL/GCV mice compared to BDL ani-
mals (Fig. S12D).

Overall, our results point to a detrimental impact of elimi-
nating senescent cells on the gut-liver axis, with reduced in-
testinal reparative capacity and increased leakiness, which
could contribute to the observed aggravation of liver damage
and fibrosis.

Elimination of senescent cells with the senolytic ABT-263
exacerbates liver injury and fibrosis and is associated with
disruption of intestinal barrier integrity during cholestatic
disease in mice

Next, we evaluated the effects of the senolytic drug ABT-263
(Navitoclax), a Bcl-2, Bcl-XL inhibitor that eliminates senes-
cent cells, on the gut-liver axis during cholestatic disease in two
murine models. While ABT-263 treatment alone had no effects
on liver injury and cell death or fibrosis (Fig. S13A–E), the
elimination of senescence with ABT-263 (from day 1) in com-
bination with DDC feeding (for 7 days; DDC/ABT) led to a sig-
nificant increase in liver injury (Fig. 7A,B) and fibrosis (Fig. 7C),
in line with our results in BDL/GCV mice.

Interestingly, the administration of ABT-263 for only the
initial 3 days of DDC feeding (DDC/ABT1) allowed for restora-
tion of senescence in the intestine (Fig. S14A) and was asso-
ciated with a significant reduction in liver injury (Fig. 7A,B) and
fibrosis (Fig. 7C) compared to DDC/ABT mice.

Further analyses confirmed the significant reduction in IEC
proliferation in the small intestine of DDC/ABT compared to
DDC and DDC/ABT1 mice (Fig. 7D and Fig. S15A). In accor-
dance with our previous observations, DDC/ABT mice showed
a reduced expression of Lgr5 (Fig. 7E and Fig. S15B) and
profuse cell apoptosis (Fig. 7F), leading to cell shedding
(Fig. S15C) and downregulation of occludin in the small intes-
tine (Fig. 7G and Fig. S15D) compared to DDC and DDC/ABT1
mice. Analysis of LPS-binding protein in serum samples sup-
ported increased intestinal permeability in DDC/ABT mice
(Fig. S15E) and increased presence of E. coli, although not
reaching statistical significance (Fig. S15F).

Further in vivo studies using the BDL surgical model sup-
ported our observations in DDC/ABT mice, showing that
persistent ABT-263 treatment from day 1 after BDL (BDL/ABT)
led to increased liver injury (Fig. 8A,B) and fibrosis (Fig. 8C), as
evidenced by an increased percentage of necrotic and Sirius
Red-stained areas on liver sections.

Patients generally present to the clinic with established
disease; thus, we tested the effects of the elimination of
senescence from day 4 after BDL up to the duration of the
experiment (7 days; BDL/ABT2). We found that later-senolytic
treatment led to increased serum transaminases, profuse ne-
crosis and increased fibrosis in BDL/ABT2 mice (Fig. 8A-C).

Further analyses confirmed that the elimination of senescent
cells (Fig. S16A) with both treatment regimens led to the
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significant reduction of IEC proliferation in the small and large
intestine of BDL/ABT mice (Fig. S16B), while the reduction in
colonic IEC proliferation was less pronounced in BDL/ABT2
and higher in the small intestine compared to BDL/ABT
(Fig. S16B). Both BDL/ABT and BDL/ABT2 groups showed
reduced expression of Lgr5 (Figs. S16C and S17A), profuse cell
apoptosis (Fig. 8D and Fig. S17B) and downregulation of
occludin (Fig. 8E and Fig. S17C) in the small and large intestine.
Lastly, we found that the elimination of senescent cells in BDL/
ABT and BDL/ABT2 mice was associated with further intestinal
bacterial growth (Fig. S17D) and a decrease in richness
(Fig. 8F). Overall community composition was typical for mice,
with a significant increase in Enterobacteriaceae and Enter-
ococcaceae (Fig. 8G and Fig. S17E), both prevalent in PSC and
murine cholestatic disease.28,30 At the genus level we could
observe a decrease in Lactobacillus and an increase of
Escherichia and Enterococcus (Fig. 8H, Table S3), reported to
be enriched during cholestatic disease and associated with
intestinal dysfunction.28,30 Further qPCR analysis confirmed the
increased presence of E. coli, a pathobiont contributing to
cholestatic disease progression,28 in BDL/ABT and BDL/ABT2
faecal samples compared to control and BDL samples (Fig. 8I).

Overall, our results show that pharmacological elimination of
senescent cells hampered intestinal cell repair capacity,
increased cell death, promoted barrier dysfunction and
increased the presence of pathobionts, aggravating liver injury
and fibrosis during cholestatic disease. These data suggest
that whilst the use of the senolytics in liver disease may seem
attractive from a liver perspective, they could have wider
potentially detrimental consequences via the gut-liver axis.

Discussion
Herein, we show that senescence is increased in IECs during
cholestatic disease in patients with PSC and in two preclinical
murine models, where senescence was associated with a
reduced intestinal tissue repair capacity. Mechanistically, we
show that the reduction in BAs and downstream FXR signalling
along with the increased presence of bacteria promote intes-
tinal senescence during cholestatic disease. Finally, we
demonstrate that the genetic and pharmacological elimination
of senescent cells has a detrimental impact on the gut-liver
axis, hampering epithelial regeneration, promoting IEC death
and increasing permeability, which are associated with aggra-
vated liver injury and fibrosis.

Senescence is a cellular response to stress and damage
that prevents cell death and growth of damaged cells,1

improving tissue renewal and repair,2 while being detrimental
when persistent or unresolved. Senescent cells accumulate in
patients with primary biliary cholangitis3,4,7 and PSC,3,5,6,8

where senescence is associated with poor prognosis.3,8,9

Still, the role of senescence during liver disease is complex
and reportedly cell-specific, having an antifibrotic effect in
HSCs,11–13,31,32 while being detrimental when active
in cholangiocytes.5,12–16

Herein, we demonstrate that senescence is increased in
IECs of the small and large intestine, mainly in enterocytes/
colonocytes, during human and murine cholestatic disease. We
propose that the activation of senescence is a repair response
to stress aimed at preserving the intestinal epithelia from death

and transformation that, when persistently activated, ultimately
leads to reduced proliferative/regenerative response and the
loss of tight junction protein expression.

Mechanistically, we demonstrated that the reduction in BAs
along with the increased presence of bacteria in the intestine
during cholestatic liver disease are contributors to IEC
senescence.

Our results in vitro in intestinal cells, showing that BA
treatment reduced senescence and modulated mitochondrial
respiration, parallel the observations by Gee et al., who showed
that obeticholic acid attenuated senescence in the brain during
cholestatic disease, which was associated with a metabolic
shift and reduced mitochondrial respiration.33 Our in vivo
studies using Fexaramine, an intestinal-restricted pharmaco-
logical FXR agonist, confirmed the negative association be-
tween BA signalling and senescence that we observed in mice
after BDL and DDC. Our results support the previously reported
role of the BA-FXR in preserving intestinal barrier function and
protecting mice from liver injury during cholestatic liver dis-
ease,34 cirrhosis and ALD.26,27 Yet, establishing the role of
senescence as a response to intestinal stress in the broader
context of liver disease (e.g. ALD, cirrhosis) requires
further investigation.

Cholestatic liver disease is associated with gut bacteria
overgrowth and profound changes in the microbiome compo-
sition in humans and rodents, including the increase of path-
obionts (i.e. Enterobacteria/E. coli) that actively contribute to
disease progression.28,35,36 We propose that increased expo-
sure of the intestinal epithelia to microbes during cholestatic
disease could be a mechanism mediating IEC senescence. Our
results in CaCo-2 cells exposed to LPS showing increased
senescence, together with our studies in mice treated with
vancomycin or a cocktail of antibiotics showing reduced
senescence, confirmed the role of the intestinal microbiome in
promoting intestinal senescence during cholestatic disease.
Bacterial endotoxin promotes oxidative stress and senescence
in various cell systems including cholangiocytes in vitro.5

Additionally, increased mitochondrial respiration and reactive
oxygen species production via activation of p-p38 are potent
inducers of senescence,25 including in biliary epithelial cells,4

which could be mediators of microbe-induced senescence.
Furthermore, we demonstrate that increased senescence in

IECs during cholestatic liver disease hampers intestinal regen-
eration, while our results support a positive crosstalk between
senescence and ISC stemness. During homeostasis, the intes-
tinal epithelia regenerate every 2-5 days through a coordinated
self-renewal and differentiation of Lgr5+-ISCs into absorptive
(enterocytes) or secretory (goblet cells) lineages that repopulate
the epithelia as cells migrate up the villi,21,22 ensuring integrity of
intestinal (barrier) function. After injury, intestinal regeneration is
achieved through profound ISC reprogramming or dedifferenti-
ation of IECs (to expressing Lgr5+) that mediate restoration of the
intestinal epithelium after injury.22 Dedifferentiation and reprog-
ramming are key events in tissue repair after injury and p16-
mediated senescence promotes reprogramming in response to
injury in vivo.37 Our results showing an increase in Lgr5+ cells
after BDL and DDC during cholestatic disease point to increased
ISC stemness. This was supported by the improved capacity of
crypt ISCs isolated from cholestatic mice to generate organoids
in vitro that was otherwise reduced/impaired when using ISCs
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isolated from DDC/vancomycin and DDC/p16-3MR/GCV mice,
where senescence was eliminated. Still, increased ISC stemness
capacity/dedifferentiation during cholestatic liver disease did not
correlate with recovery of IEC proliferation as these cells were
senescent in response to absence of BAs and increased pres-
ence of bacteria. The negative correlation between IEC senes-
cence and proliferation was confirmed in Fex-treated mice,
where reduced senescence associated with restored IEC prolif-
erative capacity, independently from ISC activation. The further
reduction of IECproliferation in vancomycin-treatedmice despite
reduction of senescencemaybe explainedby the lack of BA-FXR
signalling in the intestine.

Based on the detrimental role of senescence in chol-
angiocytes during cholangiopathies, some studies have tested
the potential therapeutic effects of eliminating senescence using
genetic or pharmacological (senolytics) approaches. Down-
regulation of p16 and reduction of senescence in the biliary
epithelia15,17,18 and senolytics including A-1331852, a Bcl-XL-
specific inhibitor, and the flavonoid Fisetin led to reduced
senescence of biliary cells and fibrosis.16 The senolytic ABT-263
(Navitoclax) was also used to target senescent fibroblasts
in vitro, while its efficacy in vivo was not tested.16

Approaches to eliminate senescence systemically in the
treatment of cholangiopathies may have limitations due to the
differential roles of senescence in different liver cell types during
cholestatic liver disease, being detrimental in chol-
angiocytes,5,12–16 but anti-fibrotic when activated in HSCs.11–13

Previous studies showed that therapeutic approaches to atten-
uate cholestasis-related fibrosis in mice by reducing senescence
had efficacy when targeting different cell types.12,13 Our results
showing increased senescence in IECs during cholestatic dis-
ease add another layer of complexity to the application of ther-
apeutics, where senescence is regulated systemically during
cholestatic liver disease. Indeed, we showed that elimination of
senescent cells using systemic genetic (p16-3MR mice) and
pharmacological (senolytic) approaches led to aggravated liver
damage and fibrosis, supporting the detrimental effects of sys-
temic elimination of senescence cells during cholestatic disease.
Previous work by Fickert et al.38 described the detrimental role of
ursodeoxycholic acid in mediating liver tissue damage by
increasing bile infarct and necrosis via disruption of biliary tree
branches due to increased biliary pressure and bile leakage,
which may also contribute to profuse presence of bile infarcts in
BDL and DDC-fed mice after elimination of senescence.

Elimination of senescence was associated with loss of the
intestinal barrier. We propose the profuse IEC death, causing
cell shedding from the epithelia and leading to loss of tight
junction protein-expressing cells after elimination of senescent
cells, as potential mechanisms mediating increased perme-
ability. Moreover, the changes we observe in the intestinal
microbiome in mice after senolytic treatment that include a

further increase in pathogenic bacteria like E. coli, with well-
established effects in disrupting gut barrier function,28,30 may
also contribute to the loss of barrier function and cholestatic
disease progression.

The impact of senolytic drugs on the gut microbiome re-
mains largely undefined.39 Previous work showed that the
flavonoid quercetin alone and in combination with the tyrosine
kinase inhibitor dasatinib, modulate the microbiome of old
mice.40 Nonetheless, given the dietary component of these
plant-derived flavonoids, it is difficult to dissect the direct ef-
fects of flavonoids on microbiome composition from the indi-
rect effects mediated by their senolytic activity. Here we show
that elimination of senescent cells with navitoclax promotes
bacterial overgrowth and significant changes in microbiome
composition, with an increase in pathogenic bacteria (i.e.
E. coli), which points to a direct association between regulation
of intestinal senescence and the gut microbiome. The mecha-
nisms mediating the association between senescence and
changes in the microbiome may involve the regulation of
Paneth cells, the main antimicrobial IEC, via the crosstalk be-
tween senescence and ISCs as suggested by our preliminary
observations showing attenuated lysozyme expression when
senescence and ISC activation are reduced (not shown). To
demonstrate this is beyond the scope of this study and war-
rants future work.

Overall, our results contribute to improve our fundamental
understanding of the mechanisms regulating intestinal barrier
function during cholestatic liver disease. Here, we show that
intestinal senescence is activated as a stress response to the
reduction of BAs and increased presence of LPS in the intestine
that would protect IECs from death during cholestatic liver
disease. Our work highlights the differential role of senescence
in relevant cell types in the gut-liver axis, which should be
considered when proposing senolytics as therapeutic ap-
proaches to treat cholestatic disease. Our current study sug-
gests that future therapeutic approaches aiming at the
elimination of senescent cells should be delivered in a cell-
specific manner rather than systemically. Also, previous
studies proposed that senolytics could be more effective and
reduce side effects of long-term treatments if given intermit-
tently.41 Herein, we tested this and found that persistent or late
elimination of senescent cells had detrimental effects during
cholestatic disease, while short senolytic treatment at early
stages of the disease, allowing for the recovery of intestinal
senescence, reduced liver damage and fibrosis compared to
persistent treatment, but was still ineffective at alleviating liver
injury and fibrosis. Future therapeutic approaches aimed at
regulating intestinal senescence during cholestatic disease
may include the modulation of the microbiome to control in-
testinal senescence and hence tissue repair and bar-
rier function.

Affiliations
1Gut Microbes and Health Institute Strategic Programme, Quadram Institute Bioscience, Norwich Research Park, Norwich, UK; 2Food, Microbiome and Health Institute
Strategic Programme, Quadram Institute Bioscience, Norwich Research Park, Norwich, UK; 3Centre for Metabolic Health, Faculty of Medicine, University of East Anglia,
Norwich Research Park, Norwich, UK; 4Earlham Institute, Norwich Research Park, Norwich, UK; 5Science Operations, Quadram Institute Bioscience, Norwich Research
Park, Norwich, UK; 6Department of Haematology, Norfolk and Norwich University Hospital, Norwich, UK; 7Department of Gastroenterology, Norfolk and Norwich
University Hospital, Norwich, UK; 8Food Innovation and Health Institute Strategic Programme, Quadram Institute Bioscience, Norwich Research Park, Norwich, UK

JHEP Reports, --- 2024. vol. 6 j 101159 13

Research article



Abbreviations

Abx, broad-spectrum antibiotics; ALD, alcohol-related liver disease; BAs, bile
acids; BDL, bile duct ligation; DCA, deoxycholic acid; DDC, 3,5-
diethoxycarbonyl-1,4-dihydrocollidine; Fex, fexaramine; IECs, intestinal epithe-
lial cells; HSCs, hepatic stellate cells; ISCs, intestinal stem cells; LPS, lipopoly-
saccharide; PSC, primary sclerosing cholangitis; WT, wild-type.

Conflict of interest

All authors declare that they have no competing financial interests with respect to
this manuscript.

Please refer to the accompanying ICMJE disclosure forms for further details.

Authors’ contributions

MMG, KH, PR, GB, JL, AP, CB, AAA, PLM, ES, MP, DB, FH, SAR, NB performed
experiments and data analysis. NB, SAR designed and supervised experiments.
MMG, NB and PR performed animal experiments. NB, MMG, KH, GB and PR
performed sample processing and histological analyses. MMG performed in vitro
experiments. AP and JL performed organoids experiments and image process-
ing. FSPN, ES and FH performed bioinformatics analysis. MPh performed LC/MS
and data analysis. MPa recruited, consented patients and analysed human
samples. PR and GB analysed human samples. NB wrote the manuscript. SAR,
SMR and JL critically revised the manuscript. NB, SMR and SAR conceived the
study. NB, SAR, FH obtained funding.

Data availability statement

The authors declare that all data generated from this study are available within the
manuscript and the supplemental material provided. Any additional files or in-
formation can be provided upon request to the corresponding authors.

Acknowledgements

The authors gratefully acknowledge the support of the Biotechnology and Bio-
logical Sciences Research Council (BBSRC) Institute Strategic Programme Gut
Health and Food Safety BB/J004529/1, the BBSRC Gut Microbes and Health
BBS/E/F/00044509 (to NB), the BBSRC Institute Strategic Programme Gut Mi-
crobes and Health BB/R012490/1 and its constituent project BBS/E/F/
000PR10355, and the BBSRC Core Capability Grant BB/CCG1860/1 as well as
the BBSRC Institute Strategic Programme Food Innovation and Health BB/
R012512/1 and its constituent project BBS/E/F/000PR10347. BBSRC Institute
Strategic Programme Food Microbiome and Health BB/X011054/1 and its con-
stituent project BBS/E/F/000PR13631 (FH, ES) and BBS/E/F/000PR13632 (NB).
FH was supported by European Research Council H2020 StG (erc-stg-948219,
EPYC and H2020-EU.3.2.2.3. Grant No. 863059 – www.fns-cloud.eu). FH and
FSPN were supported by BBSRC Decoding Biodiversity BB/X011089/1 and its
constituent work packages BBS/E/ER/230002A and BBS/E/ER/230002C.

KH was supported by the UKRI BBSRC Norwich research park Bioscience
doctoral training programme BB/T008717/1. PR is supported by a BBSRC
response mode BB/W002450/1 (to NB). MP was supported by the Wellcome
Trust Clinical Research Fellowship (225481/Z/22/Z). PLM was supported by
Government of Navarre, Spain (SPI22-126). SAR was supported by the UKRI
MRC project (MR/T02934X/1). CH was supported by the Wellcome Trust Clinical
Research Fellowship (220534/Z/20/Z). The MOTION study is adopted into the
NIHR CRN Central Portfolio Management System (CPMS, add study number and
speciality) portfolio which provides additional support in terms of hospital infra-
structure and staff support. Dr George Savva (Statistician) is funded through
the BBSRC Core Capability Grant BB/CCG1860/1 at the Quadram Institute
Bioscience. The Achiever Medical Laboratory Information Management System
was procured using the BBSRC Capital Grant Award for the enhancement of the
NRP Biorepository.

The authors want to thank the NRP BioRepository for kindly providing human
tissue samples. We’d like to thank Judith Pell for editing the manuscript. The
authors thank L Morague-Solanas and M Gilmour for kindly helping us with the
detection of E. coli. We thank Vinicius Dias Nirello for designing the graph-
ical abstract.

Supplementary data

Supplementary data to this article can be found online at https://doi.org/10.1016/
j.jhepr.2024.101159.

References

Author names in bold designate shared co-first authorship

[1] Campisi J, d’Adda di Fagagna F. Cellular senescence: when bad things
happen to good cells. Nat Rev Mol Cell Biol 2007;8:729–740.

[2] Munoz-Espin D, Serrano M. Cellular senescence: from physiology to pa-
thology. Nat Rev Mol Cell Biol 2014;15:482–496.

[3] Ferreira-Gonzalez S, Lu WY, Raven A, et al. Paracrine cellular senescence ex-
acerbates biliary injury and impairs regeneration. Nat Commun 2018;9:1020.

[4] Sasaki M, Ikeda H, Haga H, et al. Frequent cellular senescence in small bile
ducts in primary biliary cirrhosis: a possible role in bile duct loss. J Pathol
2005;205:451–459.

[5] Tabibian JH, O’Hara SP, Splinter PL, Trussoni CE, et al. Cholangiocyte
senescence by way of N-ras activation is a characteristic of primary scle-
rosing cholangitis. Hepatology 2014;59:2263–2275.

[6] Tabibian JH, Trussoni CE, O’Hara SP, Splinter PL, et al. Characterization of
cultured cholangiocytes isolated from livers of patients with primary scle-
rosing cholangitis. Lab Invest 2014;94:1126–1133.

[7] Sasaki M, Ikeda H, Yamaguchi J, et al. Telomere shortening in the damaged
small bile ducts in primary biliary cirrhosis reflects ongoing cellular senes-
cence. Hepatology 2008;48:186–195.

[8] Cazzagon N, Sarcognato S, Floreani A, Corra G, et al. Cholangiocyte
senescence in primary sclerosing cholangitis is associated with disease
severity and prognosis. JHEP Rep 2021;3:100286.

[9] Sasaki M, Sato Y, Nakanuma Y. Increased p16(INK4a)-expressing senescent
bile ductular cells are associated with inadequate response to ursodeox-
ycholic acid in primary biliary cholangitis. J Autoimmun 2020;107:102377.

[10] Bird TG, Muller M, Boulter L, et al. TGFbeta inhibition restores a regenerative
response in acute liver injury by suppressing paracrine senescence. Sci
Transl Med 2018;10.

[11] McDaniel K, Meng F, Wu N, Sato K, et al. Forkhead box A2 regulates biliary
heterogeneity and senescence during cholestatic liver injury in micedouble
dagger. Hepatology 2017;65:544–559.

[12] Wan Y, Meng F, Wu N, Zhou T, et al. Substance P increases liver fibrosis by
differential changes in senescence of cholangiocytes and hepatic stellate
cells. Hepatology 2017;66:528–541.

[13] Wan Y, Ceci L, Wu N, et al. Knockout of alpha-calcitonin gene-related
peptide attenuates cholestatic liver injury by differentially regulating cellular
senescence of hepatic stellate cells and cholangiocytes. Lab Invest
2019;99:764–776.

[14] Zhou T, Wu N, Meng F, Venter J, Giang TK, et al. Knockout of secretin
receptor reduces biliary damage and liver fibrosis in Mdr2(-/-) mice by
diminishing senescence of cholangiocytes. Lab Invest 2018;98:1449–1464.

[15] Alsuraih M, O’Hara SP, Woodrum JE, et al. Genetic or pharmacological
reduction of cholangiocyte senescence improves inflammation and fibrosis
in the Mdr2 (-/-) mouse. JHEP Rep 2021;3:100250.

[16] Moncsek A, Al-Suraih MS, Trussoni CE, et al. Targeting senescent chol-
angiocytes and activated fibroblasts with B-cell lymphoma-extra large in-
hibitors ameliorates fibrosis in multidrug resistance 2 gene knockout
(Mdr2(-/-)) mice. Hepatology 2018;67:247–259.

[17] Meadows V, Kennedy L, Hargrove L, et al. Downregulation of hepatic stem
cell factor by Vivo-Morpholino treatment inhibits mast cell migration and
decreases biliary damage/senescence and liver fibrosis in Mdr2(-/-) mice.
Biochim Biophys Acta Mol Basis Dis 2019;1865:165557.

[18] Kyritsi K, Francis H, Zhou T, et al. Downregulation of p16 decreases biliary
damage and liver fibrosis in the Mdr2(/) mouse model of primary sclerosing
cholangitis. Gene Expr 2020;20:89–103.

[19] Barker N, van Es JH, Kuipers J, et al. Identification of stem cells in small
intestine and colon by marker gene Lgr5. Nature 2007;449:1003–1007.

[20] Chelakkot C, Ghim J, Ryu SH. Mechanisms regulating intestinal barrier
integrity and its pathological implications. Exp Mol Med 2018;50:1–9.

[21] Funk MC, Zhou J, Boutros M. Ageing, metabolism and the intestine. EMBO
Rep 2020;21:e50047.

[22] Larsen HL, Jensen KB. Reprogramming cellular identity during intestinal
regeneration. Curr Opin Genet Dev 2021;70:40–47.

[23] Albillos A, de Gottardi A, Rescigno M. The gut-liver axis in liver disease:
pathophysiological basis for therapy. J Hepatol 2020;72:558–577.

[24] Zhou H, Khan D, Gerdes N, et al. Colchicine protects against ethanol-
induced senescence and senescence-associated secretory phenotype in
endothelial cells. Antioxidants (Basel) 2023;12.

JHEP Reports, --- 2024. vol. 6 j 101159 14

Intestinal senescence and cholestatic liver disease

https://www.fns-cloud.eu
https://doi.org/10.1016/j.jhepr.2024.101159
https://doi.org/10.1016/j.jhepr.2024.101159
http://refhub.elsevier.com/S2589-5559(24)00163-0/sref1
http://refhub.elsevier.com/S2589-5559(24)00163-0/sref1
http://refhub.elsevier.com/S2589-5559(24)00163-0/sref2
http://refhub.elsevier.com/S2589-5559(24)00163-0/sref2
http://refhub.elsevier.com/S2589-5559(24)00163-0/sref3
http://refhub.elsevier.com/S2589-5559(24)00163-0/sref3
http://refhub.elsevier.com/S2589-5559(24)00163-0/sref4
http://refhub.elsevier.com/S2589-5559(24)00163-0/sref4
http://refhub.elsevier.com/S2589-5559(24)00163-0/sref4
http://refhub.elsevier.com/S2589-5559(24)00163-0/sref5
http://refhub.elsevier.com/S2589-5559(24)00163-0/sref5
http://refhub.elsevier.com/S2589-5559(24)00163-0/sref5
http://refhub.elsevier.com/S2589-5559(24)00163-0/sref6
http://refhub.elsevier.com/S2589-5559(24)00163-0/sref6
http://refhub.elsevier.com/S2589-5559(24)00163-0/sref6
http://refhub.elsevier.com/S2589-5559(24)00163-0/sref7
http://refhub.elsevier.com/S2589-5559(24)00163-0/sref7
http://refhub.elsevier.com/S2589-5559(24)00163-0/sref7
http://refhub.elsevier.com/S2589-5559(24)00163-0/sref8
http://refhub.elsevier.com/S2589-5559(24)00163-0/sref8
http://refhub.elsevier.com/S2589-5559(24)00163-0/sref8
http://refhub.elsevier.com/S2589-5559(24)00163-0/sref9
http://refhub.elsevier.com/S2589-5559(24)00163-0/sref9
http://refhub.elsevier.com/S2589-5559(24)00163-0/sref9
http://refhub.elsevier.com/S2589-5559(24)00163-0/sref10
http://refhub.elsevier.com/S2589-5559(24)00163-0/sref10
http://refhub.elsevier.com/S2589-5559(24)00163-0/sref10
http://refhub.elsevier.com/S2589-5559(24)00163-0/sref11
http://refhub.elsevier.com/S2589-5559(24)00163-0/sref11
http://refhub.elsevier.com/S2589-5559(24)00163-0/sref11
http://refhub.elsevier.com/S2589-5559(24)00163-0/sref12
http://refhub.elsevier.com/S2589-5559(24)00163-0/sref12
http://refhub.elsevier.com/S2589-5559(24)00163-0/sref12
http://refhub.elsevier.com/S2589-5559(24)00163-0/sref13
http://refhub.elsevier.com/S2589-5559(24)00163-0/sref13
http://refhub.elsevier.com/S2589-5559(24)00163-0/sref13
http://refhub.elsevier.com/S2589-5559(24)00163-0/sref13
http://refhub.elsevier.com/S2589-5559(24)00163-0/sref14
http://refhub.elsevier.com/S2589-5559(24)00163-0/sref14
http://refhub.elsevier.com/S2589-5559(24)00163-0/sref14
http://refhub.elsevier.com/S2589-5559(24)00163-0/sref15
http://refhub.elsevier.com/S2589-5559(24)00163-0/sref15
http://refhub.elsevier.com/S2589-5559(24)00163-0/sref15
http://refhub.elsevier.com/S2589-5559(24)00163-0/sref16
http://refhub.elsevier.com/S2589-5559(24)00163-0/sref16
http://refhub.elsevier.com/S2589-5559(24)00163-0/sref16
http://refhub.elsevier.com/S2589-5559(24)00163-0/sref16
http://refhub.elsevier.com/S2589-5559(24)00163-0/sref17
http://refhub.elsevier.com/S2589-5559(24)00163-0/sref17
http://refhub.elsevier.com/S2589-5559(24)00163-0/sref17
http://refhub.elsevier.com/S2589-5559(24)00163-0/sref17
http://refhub.elsevier.com/S2589-5559(24)00163-0/sref18
http://refhub.elsevier.com/S2589-5559(24)00163-0/sref18
http://refhub.elsevier.com/S2589-5559(24)00163-0/sref18
http://refhub.elsevier.com/S2589-5559(24)00163-0/sref19
http://refhub.elsevier.com/S2589-5559(24)00163-0/sref19
http://refhub.elsevier.com/S2589-5559(24)00163-0/sref20
http://refhub.elsevier.com/S2589-5559(24)00163-0/sref20
http://refhub.elsevier.com/S2589-5559(24)00163-0/sref21
http://refhub.elsevier.com/S2589-5559(24)00163-0/sref21
http://refhub.elsevier.com/S2589-5559(24)00163-0/sref22
http://refhub.elsevier.com/S2589-5559(24)00163-0/sref22
http://refhub.elsevier.com/S2589-5559(24)00163-0/sref23
http://refhub.elsevier.com/S2589-5559(24)00163-0/sref23
http://refhub.elsevier.com/S2589-5559(24)00163-0/sref24
http://refhub.elsevier.com/S2589-5559(24)00163-0/sref24
http://refhub.elsevier.com/S2589-5559(24)00163-0/sref24


[25] Borodkina A, Shatrova A, Abushik P, et al. Interaction between ROS
dependent DNA damage, mitochondria and p38 MAPK underlies senes-
cence of human adult stem cells. Aging (Albany NY) 2014;6:481–495.

[26] Hartmann P, Hochrath K, Horvath A, et al. Modulation of the intestinal bile
acid/farnesoid X receptor/fibroblast growth factor 15 axis improves alcoholic
liver disease in mice. Hepatology 2018;67:2150–2166.

[27] Sorribas M, Jakob MO, Yilmaz B, et al. FXR modulates the gut-vascular
barrier by regulating the entry sites for bacterial translocation in experi-
mental cirrhosis. J Hepatol 2019;71:1126–1140.

[28] Awoniyi M, Wang J, Ngo B, et al. Protective and aggressive bacterial subsets
and metabolites modify hepatobiliary inflammation and fibrosis in a murine
model of PSC. Gut 2023;72:671–685.

[29] Demaria M, Ohtani N, Youssef SA, et al. An essential role for senescent cells
in optimal wound healing through secretion of PDGF-AA. Dev Cell
2014;31:722–733.

[30] Ozdirik B, Muller T, Wree A, et al. The role of microbiota in primary sclerosing
cholangitis and related biliary malignancies. Int J Mol Sci 2021;22.

[31] Kong X, Feng D, Wang H, et al. Interleukin-22 induces hepatic stellate cell
senescenceand restricts liverfibrosis inmice.Hepatology2012;56:1150–1159.

[32] Krizhanovsky V, Yon M, Dickins RA, et al. Senescence of activated stellate
cells limits liver fibrosis. Cell 2008;134:657–667.

[33] Gee LMV, Barron-Millar B, Leslie J, et al. Anti-cholestatic therapy with
obeticholic acid improves short-term memory in bile duct-ligated mice. Am J
Pathol 2023;193:11–26.

[34] Modica S, Petruzzelli M, Bellafante E, et al. Selective activation of nuclear
bile acid receptor FXR in the intestine protects mice against cholestasis.
Gastroenterology 2012;142:355–365. e351-354.

[35] Kummen M, Hov JR. The gut microbial influence on cholestatic liver disease.
Liver Int 2019;39:1186–1196.

[36] Cabrera-Rubio R, Patterson AM, Cotter PD, et al. Cholestasis induced by
bile duct ligation promotes changes in the intestinal microbiome in mice. Sci
Rep 2019;9:12324.

[37] Mosteiro L, Pantoja C, Alcazar N, et al. Tissue damage and senescence
provide critical signals for cellular reprogramming in vivo. Sci-
ence 2016;354.

[38] Fickert P, Zollner G, Fuchsbichler A, et al. Ursodeoxycholic acid aggravates
bile infarcts in bile duct-ligated and Mdr2 knockout mice via disruption of
cholangioles. Gastroenterology 2002;123:1238–1251.

[39] Baky MH, Elshahed M, Wessjohann L, et al. Interactions between dietary
flavonoids and the gut microbiome: a comprehensive review. Br J Nutr
2022;128:577–591.

[40] Saccon TD, Nagpal R, Yadav H, Cavalcante MB, et al. Senolytic combi-
nation of dasatinib and quercetin alleviates intestinal senescence and
inflammation and modulates the gut microbiome in aged mice. J Gerontol A
Biol Sci Med Sci 2021;76:1895–1905.

[41] Raffaele M, Vinciguerra M. The costs and benefits of senotherapeutics for
human health. Lancet Healthy Longev 2022;3:e67–e77.

Keywords: Senescence; intestine; cholestasis; liver; senolytics.
Received 12 February 2024; received in revised form 20 June 2024; accepted 25 June 2024; Available online 29 June 2024

JHEP Reports, --- 2024. vol. 6 j 101159 15

Research article

http://refhub.elsevier.com/S2589-5559(24)00163-0/sref25
http://refhub.elsevier.com/S2589-5559(24)00163-0/sref25
http://refhub.elsevier.com/S2589-5559(24)00163-0/sref25
http://refhub.elsevier.com/S2589-5559(24)00163-0/sref26
http://refhub.elsevier.com/S2589-5559(24)00163-0/sref26
http://refhub.elsevier.com/S2589-5559(24)00163-0/sref26
http://refhub.elsevier.com/S2589-5559(24)00163-0/sref27
http://refhub.elsevier.com/S2589-5559(24)00163-0/sref27
http://refhub.elsevier.com/S2589-5559(24)00163-0/sref27
http://refhub.elsevier.com/S2589-5559(24)00163-0/sref28
http://refhub.elsevier.com/S2589-5559(24)00163-0/sref28
http://refhub.elsevier.com/S2589-5559(24)00163-0/sref28
http://refhub.elsevier.com/S2589-5559(24)00163-0/sref29
http://refhub.elsevier.com/S2589-5559(24)00163-0/sref29
http://refhub.elsevier.com/S2589-5559(24)00163-0/sref29
http://refhub.elsevier.com/S2589-5559(24)00163-0/sref30
http://refhub.elsevier.com/S2589-5559(24)00163-0/sref30
http://refhub.elsevier.com/S2589-5559(24)00163-0/sref31
http://refhub.elsevier.com/S2589-5559(24)00163-0/sref31
http://refhub.elsevier.com/S2589-5559(24)00163-0/sref32
http://refhub.elsevier.com/S2589-5559(24)00163-0/sref32
http://refhub.elsevier.com/S2589-5559(24)00163-0/sref33
http://refhub.elsevier.com/S2589-5559(24)00163-0/sref33
http://refhub.elsevier.com/S2589-5559(24)00163-0/sref33
http://refhub.elsevier.com/S2589-5559(24)00163-0/sref34
http://refhub.elsevier.com/S2589-5559(24)00163-0/sref34
http://refhub.elsevier.com/S2589-5559(24)00163-0/sref34
http://refhub.elsevier.com/S2589-5559(24)00163-0/sref35
http://refhub.elsevier.com/S2589-5559(24)00163-0/sref35
http://refhub.elsevier.com/S2589-5559(24)00163-0/sref36
http://refhub.elsevier.com/S2589-5559(24)00163-0/sref36
http://refhub.elsevier.com/S2589-5559(24)00163-0/sref36
http://refhub.elsevier.com/S2589-5559(24)00163-0/sref37
http://refhub.elsevier.com/S2589-5559(24)00163-0/sref37
http://refhub.elsevier.com/S2589-5559(24)00163-0/sref37
http://refhub.elsevier.com/S2589-5559(24)00163-0/sref38
http://refhub.elsevier.com/S2589-5559(24)00163-0/sref38
http://refhub.elsevier.com/S2589-5559(24)00163-0/sref38
http://refhub.elsevier.com/S2589-5559(24)00163-0/sref39
http://refhub.elsevier.com/S2589-5559(24)00163-0/sref39
http://refhub.elsevier.com/S2589-5559(24)00163-0/sref39
http://refhub.elsevier.com/S2589-5559(24)00163-0/sref40
http://refhub.elsevier.com/S2589-5559(24)00163-0/sref40
http://refhub.elsevier.com/S2589-5559(24)00163-0/sref40
http://refhub.elsevier.com/S2589-5559(24)00163-0/sref40
http://refhub.elsevier.com/S2589-5559(24)00163-0/sref41
http://refhub.elsevier.com/S2589-5559(24)00163-0/sref41

	JHEPR101159_proof_v6i10.pdf
	Regulation of intestinal senescence during cholestatic liver disease modulates barrier function and liver disease progression
	Introduction
	Materials and methods
	Results
	Senescence is activated in the intestine during human and murine cholestatic liver disease
	Intestinal senescence is associated with lower regenerative capacity despite increased stemness during cholestatic liver di ...
	Reduced bile acids and increased bacterial endotoxin contribute to senescence in intestinal cells in vitro and in vivo duri ...
	Elimination of senescent cells exacerbates liver injury and fibrosis during cholestatic disease in mice and is associated w ...
	Elimination of senescent cells with the senolytic ABT-263 exacerbates liver injury and fibrosis and is associated with disr ...

	Discussion
	Abbreviations
	Conflict of interest
	Authors’ contributions
	Data availability statement
	Supplementary data
	References





