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Species Original description Type host 
Cryptosporidium andersoni* Lindsay et al. (2000) Bos taurus (domestic cattle) 
Cryptosporidium baileyi Current et al. (1986) Gallus gallus (chicken) 
Cryptosporidium bovis Fayer et al. (2005) Bos taurus (domestic cattle) 
Cryptosporidium canis* Fayer et al. (2001) Canis familiaris (domestic dog) 
Cryptosporidium fayeri Ryan et al. (2008) Macropus rufus (red kangaroo) 
Cryptosporidium felis* Iseki (1979) Felis catus (domestic cat) 
Cryptosporidium galli Pavlasek (1999) Gallus gallus (chicken) 
Cryptosporidium hominis* Morgan-Ryan et al. (2002) Homo sapiens (human) 
Cryptosporidium macropodum Power and Ryan (2008) Macropus giganteus (grey kangaroo) 
Cryptosporidium meleagridis* Slavin (1955) Meleagris gallopavo (turkey) 

Sparus aurata (gilthead sea bream) Cryptosporidium molnari Alvarez-Pellitero and Sitja-
Bobadilla (2002) Dicentrarchus labrax (European seabass) 

Cryptosporidium muris* Tyzzer (1910) Mus musculus (house mouse) 
Cryptosporidium parvum* Tyzzer (1912) Mus musculus (house mouse) 
Cryptosporidium scophthalmi Alvarez-Pellitero et al. (2004) Scophthalmi maximus (turbot) 

Elaphe guttata (corn snake) 
Elaphe subocularis (rat snake) 

Cryptosporidium serpentis Levine (1980)  
Brownstein et al., (1977) 

Sanzinia madagascarensus (Madagascar boa) 
Cryptosporidium suis* Ryan et al. (2004) Sus scrofa (domestic pig) 
Cryptosporidium varanii Pavlasek et al. (1995) Varanus prasinus (Emerald monitor) 
Cryptosporidium wrairi Vetterling et al. (1971) Cavia porcellus (guinea pig) 
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�

Reference Location No. of 
cases 

No. of 
controls 

Significant  risk factors Odds ratios 
(95% CI) 

Robertson et al., 
2002 

Melbourne 201 795 Eating uncooked carrots 
Swimming in public pool 
Children<6 at home with diarrhoea 
Persons>5 at home with diarrhoea 
Animal contact in home 
Calf contact away from home 
Drink unboiled water from river, lake 
or dam 

0.6 (0.4–0.9) 
2.7 (1.9–3.8) 
7.4 (4.0–13.8) 
1.8 (1.1–2.9) 
0.6 (0.4–0.8) 
2.9 (1.5–5.7) 
1.5 (0.8–2.7) 

Robertson et al., 
2002 

Adelaide 134 536 Eating uncooked carrots 
Swimming in public pool 
Children<6 at home with diarrhoea 
Persons>5 at home with diarrhoea 
Animal contact in home 
Calf contact away from home 
Drink unboiled water from river, lake 
or dam 

0.6 (0.4–0.9) 
1.2 (0.8–1.9) 
8.6 (4.8–15.6) 
3.7 (2.2–6.2) 
0.6 (0.4–0.9) 
5.1 (1.5–17.3) 
3.1 (1.5–6.5) 

Roy et al., 2004 USA 282 490 Contact with persons (>2 to 11 yr 
old) with diarrhoea 
Contact with calves or cows 
International travel 
Freshwater swimming 
Eating raw vegetables 
Chronic medical condition 

3.0 (1.5–6.2) 
 
3.5 (1.8–6.8) 
7.7 (2.7–22.0) 
1.9 (1.0–3.5) 
0.5 (0.3–0.7) 
2.2 (1.2–4.0) 

Hunter et al., 2004 b Wales and 
England 

427 427 Travel outside of UK 
Case contact 
Touch cattle 
Toileting child<5 years 
No. of glasses unboiled water 
Eat ice cream 
Eat raw vegetables 
Eat tomatoes 

5.7 (2.9–11.2) 
4.6 (2.4–8.7) 
3.9 (1.4–10.0) 
1.9 (1.1–3.2) 
1.1 (1.0–1.3) 
0.5 (0.3–0.7) 
0.5 (0.3–0.8) 
0.6 (0.4–1.0) 

Goh et al., 2004 Cumbria, 
England 

152 466 Drinking cold unboiled tap water 
Visiting farms 

1.4 (1.14-1.71) 
2.02 (1.04-3.9) 

Pintar et al., 2009 Ontario, 
Canada 

36 803 Swimming in a lake or a river 
Drinking municipal water 
Having a family member with 
diarrhoeal illness  

2.9 (1.2-7.4) 
2.4 (1.04-5.7) 
2.9 (1.3-6.4) 

Valderrama et al., 
2009 

Colorado, 
USA 

47 92 Swallowing untreated water from 
lake, river or stream 
Exposure to recreational water 
Contact with child or diapers 

8.0 (1.3-48.1) 
 
4.6 (1.4-14.6) 
3.8 (1.5-9.6)  

�
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 C. hominis C. parvum Anthroponotic 
C. parvum 

Rabbit 
genotype 

C. meleagridis 

C. hominis 0     
C. parvum 77 (1.72%) 0    
Anthroponotic C. parvum 78 (1.75%) 5 (0.12%) 0   
Rabbit genotype 12 (0.27%) 75 (1.68%) 76 (1.70%) 0  
C. meleagridis 157 (5.50%) 144 (5.05%) 144 (5.05%) 155 (5.50%) 0 
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illustra  
GenomiPhi kit 

REPLI-g kit 

GenomePlex kit 

 MW  1   2   3   4    5   6   7   8    9  10   11   

   MW   1   2   3    4    5   6   7    8   9  10   11   

  MW   1  2   3   4   5   6   7   8    9  10 11   

1500 bp 

  500 bp 

1500 bp 

  500 bp 

1500 bp 

  500 bp 
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For each kit, yield was determined by calculating the amount of DNA in the final 

reaction volume (10 � l for illustra GenomiPhi kit, 20 � l for REPLI-g kit and 75 � l for 

GenomePlex kit). Yield range was calculated based on the highest and lowest sample 

concentrations. The level of amplification was determined as a ratio of concentrations 

between template and WGA DNA for each sample. The typical yield of illustra 

GenomiPhi kit was in the 0.7-7 � g range, corresponding to 6-60 fold-amplification 

(Table 4.2). The highest yield was 10 � g achieved from Iowa DNA, giving over 180 

fold-amplification. The typical yield of GenomePlex kit was 4.5- 46 � g range and the 

level of amplification was in the 10-70-fold. For the REPLI-g kit, the yield was in the 

0.6-2 � g range, corresponding to 50-160 fold amplification. �
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  MW    1    2      3      4     5      6     7      8     9     10   11    NTC   

 MW     1     2      3      4      5     6      7      8      9    10    11   NTC   

MW    1     2      3      4       5      6     7      8      9     10    11   NTC   
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 w65

 w67

 w66

 w70

 Moredun
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 Iowa
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 c.meleagridis

98

17

0.0005

 w67

 w70

 w65

 w66
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 moredun
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 C. meleagridis
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64
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 PCR products 
Primer combination C. parvum C. hominis 
Cgd2_4380 F/R 650 bp 

450 bp 
200 bp 

200 bp 

Cgd2_4380 FF/FR 1434 bp No 
Cgd2_4380 2F/2R 650 bp 

450 bp 
200 bp 

450 bp 
200 bp 

Cgd2_4380 FF/2R 900 bp 
650 bp 
450 bp 

650 bp 
450 bp 
 

Cgd2_4380 FF/flanking_3R 1500 bp 1300 bp 

5��)HD=B*H
����� ��H=4 �

100 bp  

Cops-1 gene 
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Myristoylation motif  “MGNSLNV”

Signal peptide (1-24)

Transmembrane domain (5-27) 

Cleavage site (24)

Myristoylation motif  “MGNSLNV”

Signal peptide (1-24)

Transmembrane domain (5-27) 

Cleavage site (24)
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Calculated codon frequency                               
(codon usage bio tool) 

Percent codon used by     
(Fayer, 1997) 

Amino acid Codon Number (%) within 
Cgd2_4380 gene sequence 

C. parvum     
codon usage 

E. coli            
codon usage 

Phe TTT 25 (5.3%) 63 50 
Gly GGA 29 (6%) 37 9 
Gly GGT 30 (6.3%) 50 37 
Leu TTG 11 (2.3%) 23 12 
Leu TTA 16 (3.4%) 35 10 
Asn AAT 16 (3.4%) 68 40 
Pro CCA 33 (7%) 62 19 
Gln  CAA 13 (2.8%) 80 30 
Arg AGA 22 (4.7%) 70 4 
Arg CGT 13 (2.8%) 17 43 
Ser AGT 19 (4%) 17 13 
Ser TCA 30 (6.3%) 33 11 
Ser TCT 21 (4.4%) 34 18 
Thr ACA 18 (3.8%) 42 12 
Thr ACT 19 (4%) 47 19 
Val GTT 10 (2%) 54 28 
Tyr TAT 12 (2.6%) 73 53 
�
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AAEE01000002 cgd6_5320 hypothetical protein with similarity to many plasmodium proteins Chro.60073 0 2811 19 0 

AAEE01000013 cgd2_80 ABC transporter family protein, 2x AAA domain Chro.80487 0 4431 35 1 

AAEE01000007 cgd5_330 hypothetical protein Chro.70096 0 3504 23 0 

AAEE01000007 cgd5_1000 hypothetical protein Chro.60190 0 2112 20 0 

AAEE01000010 cgd5_4500 possible vacuolar protein sorting associated protein (VPS) Chro.10424 1 1200 19 1 

AAEE01000002 cgd6_660 secreted pepsinogen like aspartyl protease having a signal peptide Chro.60138 1 1902 34 1 

AAEE01000008 cgd4_1740 possible HSMGG motif (esterase?) Chro.80330 1 3078 51 3 

AAEE01000009 cgd4_1330 NADPH-dependent FMN FAD containing oxidoreductase , transcripts identified by EST Chro.60070 1 2460 39 2 

AAEE01000009 cgd4_290 
putative protein phosphatase 2A regulatory B subunit, highly conserved but no plasmodium 
hits Chro.80116 1 2076 33 2 

AAEE01000004 cgd3_500 
putative fucose translocator with 8 transmembrane domains, within locus of 3 paralogous 
genes Chro.40126 1 1185 17 1 

AAEE01000004 cgd3_2870 
similarity of possible bacterial origin within discrete region similar to long-chain fatty acid acyl-
CoA synthetases Chro.00004 1 2334 37 2 

AAEE01000002 cgd6_440 PP2Cc like protein phosphatase Chro.80459 1 1602 22 1 

AAEE01000011 cgd8_680 large low complexity protein with repeats Chro.30010 1 3441 68 4 

AAEE01000006 cgd1_110 predicted secreted protein, signal peptide, paralogs Chro.10158 1 1221 20 1 

AAEE01000002 cgd6_540 Ser/Thr protein kinase Chro.10402 1 2841 54 3 

AAEE01000008 cgd4_1570 hypothetical protein, possible conserved Chro.50401 1 1224 21 1 

AAEE01000004 cgd3_4240 insulinase like peptidase Chro.50235 1 3342 63 4 

AAEE01000004 cgd3_2640 hypothetical protein with conserved domain Chro.40078 1 1311 19 1 

AAEE01000010 cgd5_4190 hypothetical protein Chro.20329 1 2247 38 1 

AAEE01000009 cgd4_1130 PhnP like hydrolase of the metallobetalactamase fold Chro.10012 1 1065 19 1 

AAEE01000005 cgd2_4380 signal peptide, repeats, gene anchored to telomere Chro.10099 1 1434 19 1 



 

 

AAEE01000010 cgd5_4000 hypothetical protein Chro.40042 1 2034 40 2 

AAEE01000004 cgd3_510 
putative fucose translocatorw ith 8 transmembrane domains, within locus of 3 paralogous 
genes Chro.30381 1 1170 17 1 

AAEE01000014 cgd6_320 
hypothetical protein with signal peptide and 8 transmembrane domains, amino terminl region 
conserved in plasmodium, transcripts identified by EST Chro.80433 1 2427 38 2 

AAEE01000013 cgd2_10 hypothetical protein Chro.50504 1 1338 20 1 

AAEE01000003 cgd8_2370 adenosine kinase like ribokinase Chro.40163 1 1188 21 1 

AAEE01000002 cgd6_670 
extacellular protein with a signal peptide, clostripain like caspase/hemoglobinase domain, 
notch domain and 2 EGF domains Chro.70432 1 4824 54 2 

AAEE01000006 cgd1_360 similar to Noc2p N-terminus Chro.60406 1 2511 28 1 

AAEE01000008 cgd4_1780 ring domain protein Chro.50317 1 1434 21 1 

AAEE01000007 cgd5_540 hypothetical protein Chro.50091 1 1524 24 1 

AAEE01000002 cgd6_720 unknown protein Chro.50392 1 3267 51 3 

AAEE01000012 cgd4_4100 hypothetical protein Chro.60053 1 939 18 1 

AAEE01000007 cgd5_2970 hypothetical protein Chro.20342 1 1869 37 3 

AAEE01000004 cgd3_3670 putative protein kinase CK2 regulatory subunit CK2B1 Chro.70481 2 759 19 2 

AAEE01000002 cgd6_5120 protein with two PHD Zn fingers that is probably involved in chromatin function Chro.40494 2 687 20 2 

AAEE01000012 cgd4_3990 hypothetical protein with possible transmembrane domain near N-terminus Chro.70342 2 1743 42 3 

AAEE01000002 cgd6_1130 hypothetical protein with signal peptide Chro.40330 2 1827 38 3 

AAEE01000016 cgd6_5510 telomeric insulinase-like protease with signal peptide Chro.40328 2 1473 33 3 

AAEE01000005 cgd2_3800 hypothetical protein Chro.60478 2 1110 33 4 

AAEE01000004 cgd3_630 hypothetical protein with signal peptide Chro.80019 2 948 24 2 

AAEE01000010 cgd5_3770 putative arginine N-methyltransferase Chro.80547 2 1998 40 2 

AAEE01000018 cgd5_4510 hypothetical protein Chro.40216 2 789 20 2 

AAEE01000007 cgd5_320 carboxylesterase , lysophospholipase, signal peptide Chro.10070 2 1422 33 3 

AAEE01000005 cgd2_2430 ximpact ortholog conserved protein seen in bacteria and eukaryotes Chro.10042 2 873 21 2 

AAEE01000012 cgd4_4090 putative Sec14d Chro.50438 2 3192 74 2 

AAEE01000013 cgd2_100 hypothetical protein Chro.30403 2 723 18 2 

AAEE01000004 cgd3_1090 Rrp9p/U3-55K-family snoRNP-associated protein with several WD40 repeats Chro.50400 2 1374 30 2 

AAEE01000003 cgd8_3150 hypothetical conserved protein, transcripts identified by EST Chro.30367 2 582 17 2 

AAEE01000009 cgd4_1510 similar to undecaprenyl pyrophosphate synthetase Chro.80332 2 759 21 2 

AAEE01000010 cgd5_4490 hypothetical protein, low complexity, limited similarity to gi Chro.60107 2 8076 213 12 



 

 

AAEE01000012 cgd4_4160 possible carboxypeptidase Chro.20426 2 1371 39 2 

AAEE01000006 cgd1_960 RING finger containing protein Chro.20379 2 1458 31 2 

AAEE01000007 cgd5_3290 transcription elongation factor TFIIS Chro.60122 2 702 19 2 

AAEE01000005 cgd2_3970 RRM domain containing protein Chro.40100 2 597 17 2 

AAEE01000011 cgd8_620 hypothetical protein Chro.20223 2 783 19 2 

AAEE01000002 cgd6_2530 hypothetical protein Chro.70569 2 858 24 2 

AAEE01000002 cgd6_1810 hypothetical protein Chro.10285 2 675 18 2 

AAEE01000004 cgd3_680 cathepsin like thiol protease possibly membrane associated, putative Chro.70394 2 897 20 2 

AAEE01000004 cgd3_2720 putative topoisomerase VIA Chro.20351 2 708 18 2 

AAEE01000001 cgd7_4890 hypothetical protein Chro.30428 2 1200 25 2 

AAEE01000003 cgd8_2990 hypothetical protein Chro.50389 2 543 16 2 

AAEE01000005 cgd2_1820 hypothetical protein Chro.10109 2 603 17 2 

AAEE01000003 cgd8_4700 hypothetical protein Chro.60225 2 654 17 2 

AAEE01000016 cgd6_5520 peptidase'insulinase like peptidase' Chro.40162 2 1713 48 4 

AAEE01000009 cgd4_100 hypothetical protein Chro.50507 2 681 18 2 

AAEE01000002 cgd6_5020 protein with WD40 repeats Chro.50196 3 651 20 3 

AAEE01000007 cgd5_3250 secreted lipopolysaccharide sugar transferase like family 8 glycosyltransferase Chro.10377 3 477 18 3 

AAEE01000007 cgd5_190 plasmodium conserved protein Chro.20379 3 1041 37 5 

AAEE01000012 cgd4_3920 DinB/family X-type DNA polymerase Chro.30486 3 1077 37 5 

AAEE01000009 cgd4_90 hypothetical protein, similarity to Rrp7p Chro.70603 3 531 18 3 

AAEE01000006 cgd1_3280 hypothetical protein Chro.40376 3 939 36 6 

AAEE01000007 cgd5_2260 Low complexity hypothetical protein Chro.60427 3 924 34 5 

AAEE01000014 cgd6_220 hypothetical protein, possible G-patch domain Chro.30092 3 534 21 3 

AAEE01000001 cgd7_730 hypothetical protein Chro.40021 3 441 17 3 

AAEE01000002 cgd6_3440 hypothetical protein Chro.30421 3 570 18 3 

AAEE01000010 cgd5_4460 hypothetical protein Chro.20065 3 1023 36 3 

AAEE01000004 cgd3_990 CG6144-like AlkB Chro.30338 3 543 17 3 

AAEE01000011 cgd8_210 transcription factor TFIID, TBP Chro.60267 3 588 21 3 

AAEE01000009 cgd4_20 hypothetical protein having a signal peptide, telomeric gene Chro.30460 3 1008 32 5 

AAEE01000007 cgd5_210 hypothetical protein Chro.50157 3 3258 105 5 

AAEE01000007 cgd5_2840 hypothetical protein with 4 transmembrane domains near carboxy terminus Chro.50091 3 7938 266 6 



 

 

AAEE01000012 cgd4_4000 possible ribosomal-protein-alanine acetyltransferase Chro.30486 3 459 18 3 

AAEE01000007 cgd5_3420 

cryptosporidium TRAP-C2 extracellular protein with the following domain organization: signal 
peptide-Tox1-notch-TSP(13)-Tox1-notch-Tox1-notch-Tox1- notch-Tox1-Tox1-notch-Tox1(4)-
sushi(4) Chro.50029 3 11610 359 3 

AAEE01000007 cgd5_290 hypothetical protein, 6 transmembrane domains Chro.10356 3 762 25 3 

AAEE01000003 cgd8_3690 mitosis protein DIM1 Chro.70416 3 429 17 3 

AAEE01000004 cgd3_2660 hypothetical protein Chro.30288 3 612 19 3 

AAEE01000005 cgd2_2250 putative integral membrane protein Chro.10095 3 495 18 3 

AAEE01000007 cgd5_140 ARF GTPase activating protein, putative Chro.10023 3 579 18 3 

AAEE01000002 cgd6_1650 conserved hypothetical protein Chro.30100 3 576 21 3 

AAEE01000003 cgd8_5070 hypothetical protein Chro.10357 3 429 17 3 

AAEE01000002 cgd6_2020 BT1 family protein Chro.80548 3 432 17 3 

AAEE01000005 cgd2_2970 DNA-directed RNA polymerase II, putative Chro.70455 3 537 17 3 

AAEE01000002 cgd6_3000 ferredoxin-like protein Fd1, putative Chro.30168 3 504 16 3 

AAEE01000006 cgd1_440 hypothetical protein Chro.80486 3 438 17 3 

AAEE01000001 cgd7_2500 Skp1 family protein, putative Chro.80163 3 489 19 3 

AAEE01000001 cgd7_2840 ubiquitin conjugating enzyme, putative Chro.70611 3 480 17 3 

AAEE01000003 cgd8_1040 hypothetical protein Chro.60374 3 651 26 3 

AAEE01000006 cgd1_2310 unnamed protein product Chro.20466 3 468 18 3 

AAEE01000003 cgd8_3630 Similar to CGI-126 protein, putative Chro.80363 3 468 16 3 

AAEE01000002 cgd6_970 hypothetical protein Chro.40119 3 525 18 3 

AAEE01000003 cgd8_4250 hypothetical protein Chro.40348 3 723 23 3 

AAEE01000006 cgd1_3470 fork head domain protein, putative Chro.20302 3 525 18 3 

AAEE01000002 cgd6_1390 ribosomal protein S23 Chro.60392 3 486 16 3 

AAEE01000003 cgd8_4900 clathrin assembly protein, putative Chro.60195 3 477 19 3 

AAEE01000004 cgd3_4320 possible similarity to RNA polymerase Rpb4 Chro.50268 4 375 17 4 

AAEE01000004 cgd3_1410 small hypothetical protein with transcripts identified by EST Chro.60411 4 333 16 4 

AAEE01000005 cgd2_4000 hypothetical protein Chro.40338 4 405 17 4 

AAEE01000014 cgd6_200 cryptosporidium oocyst wall protein 8, CpCOWP8, signal peptide Chro.60138 4 1374 65 12 

AAEE01000002 cgd6_4980 hypothetical protein Chro.80548 4 384 17 4 

AAEE01000004 cgd3_3760 small protein with possible EF hand domains, calmodulin like Chro.60242 4 432 18 4 



 

 

AAEE01000009 cgd4_1010 hypothetical protein Chro.40121 4 5589 239 8 

AAEE01000003 cgd8_5100 hypothetical protein Chro.30413 4 525 21 4 

AAEE01000002 cgd6_380 
hypothetical protein with signal peptide and 4 transmembrane domains, possible 
apicomplexan conserved Chro.10229 4 444 20 4 

AAEE01000008 cgd4_2400 60S ribosomal protein L31, transcript identified by EST Chro.50110 4 348 16 4 

AAEE01000002 cgd6_930 Dim1p-like ERMB/KSGA methylase Chro.70119 4 1158 47 8 

AAEE01000007 cgd5_2430 similar to prefoldin Chro.50088 4 492 20 4 

AAEE01000018 cgd5_4530 hypothetical protein with signal peptide and 2 cryptosporidium-specific paralogs Chro.20423 4 819 36 6 

AAEE01000008 cgd4_2290 hypothetical protein Chro.70304 4 417 18 4 

AAEE01000007 cgd5_260 hypothetical protein Chro.60196 4 2478 117 18 

AAEE01000014 cgd6_330 hypothetical protein Chro.40297 4 525 23 4 

AAEE01000006 cgd1_3770 hypothetical protein Chro.10098 4 303 15 4 

AAEE01000001 cgd7_2120 hypothetical protein Chro.70293 4 411 20 4 

AAEE01000007 cgd5_2650 hypothetical protein Chro.50182 4 423 18 4 

AAEE01000002 cgd6_1240 hypothetical protein Chro.50381 4 468 19 4 

AAEE01000006 cgd1_1050 
hypothetical protein with predicted 3x transmembrane domains, similarity to KOG1726 
(HVA22/DP1 gene product) Chro.50331 4 438 20 4 

AAEE01000001 cgd7_5070 small conserved protein Chro.70226 4 387 18 4 

AAEE01000002 cgd6_910 
protein with possible 2 transmembrane domains, possible ER retention signal, similar to 
Sec20 is a membrane glycoprotein associated with secretory pathway Chro.30424 4 405 19 4 

AAEE01000004 cgd3_2290 possible domain AAA, ATpase family Chro.20457 4 393 18 4 

AAEE01000006 cgd1_430 possible emp24/gp25L/p24 family protein, transmembrane domain, trancript detected by EST Chro.70470 4 393 18 4 

AAEE01000018 cgd5_4550 hypothetical protein Chro.80514 4 426 18 4 

AAEE01000007 cgd5_570 hypothetical protein, 5 transmembrane domains near N-terminus Chro.80285 4 408 18 4 

AAEE01000003 cgd8_4590 hypothetical protein Chro.10011 4 675 33 7 

AAEE01000006 cgd1_2270 40S ribosomal protein S26 Chro.10099 4 324 15 4 

AAEE01000009 cgd4_770 Low complexity protein with large Glu repeat Chro.50438 4 4320 203 33 

AAEE01000002 cgd6_1850 anaphase promoting complex subunit 10, putative Chro.70143 4 399 17 4 

AAEE01000005 cgd2_2440 hypothetical protein Chro.10417 4 366 18 4 

AAEE01000005 cgd2_2740 hypothetical protein Chro.80387 4 363 17 4 

AAEE01000005 cgd2_2820 transcription factor, putative Chro.70453 4 375 17 4 

AAEE01000002 cgd6_2400 hypothetical protein Chro.30048 4 303 15 4 



 

 

AAEE01000004 cgd3_2430 hypothetical protein Chro.20064 4 390 18 4 

AAEE01000005 cgd2_4330 hypothetical protein Chro.60160 4 411 17 4 

AAEE01000001 cgd7_2800 ubiquitin-conjugating enzyme E2, putative Chro.20030 4 414 18 4 

AAEE01000001 cgd7_4370 RNA polymerase II, putative Chro.20066 4 348 17 4 

AAEE01000001 cgd7_4870 hypothetical protein Chro.50468 4 414 17 4 

AAEE01000006 cgd1_3270 hypothetical protein Chro.40076 4 1815 87 11 

AAEE01000011 cgd8_580 ubiquitin-conjugating enzyme E2, putative Chro.80357 4 423 18 4 

AAEE01000007 cgd5_2160 hypothetical protein Chro.50015 4 414 17 4 

AAEE01000003 cgd8_2140 hypothetical protein Chro.60133 5 312 17 5 

AAEE01000006 cgd1_900 hypothetical protein Chro.50153 5 318 16 5 

AAEE01000007 cgd5_3440 hypothetical protein Chro.10387 5 312 18 5 

AAEE01000002 cgd6_4100 hypothetical protein Chro.80087 5 306 17 5 

AAEE01000010 cgd5_4200 transcription initiation factor IIA Chro.80451 5 336 20 5 

AAEE01000001 cgd7_1880 60S ribosomal protein L44 Chro.10216 5 315 17 5 

AAEE01000003 cgd8_1130 hypothetical protein Chro.80542 5 384 23 5 

AAEE01000002 cgd6_5220 cysteine-rich protein with zinc finger Chro.30098 5 1929 111 15 

AAEE01000004 cgd3_3400 
similar to hypothetical protein, domain with limited similarity to a domain RPA14, replication 
protein A (RPA), subunit RPA14 Chro.60246 5 333 19 5 

AAEE01000004 cgd3_1080 hypothetical protein Chro.10084 5 345 20 5 

AAEE01000004 cgd3_1040 hypothetical protein Chro.70399 5 345 18 5 

AAEE01000005 cgd2_3560 hypothetical protein with 8 transmembrane domains Chro.30110 5 1356 76 16 

AAEE01000006 cgd1_3140 P-loop nucleotide (UMP) kinase Chro.80460 5 618 35 9 

AAEE01000006 cgd1_3560 hypothetical protein Chro.80398 5 381 21 5 

AAEE01000009 cgd4_1260 possible tRNA-INTRON ENDONUCLEASE Chro.40032 5 477 25 5 

AAEE01000004 cgd3_2550 
hypothetical protein with carboxy terminus motif shared with DNA-directed RNA polymerase 
subunit and TFIIS Chro.80053 5 612 31 8 

AAEE01000004 cgd3_3890 60S ribosomal protein L30, pelota RNA binding domain containing protein Chro.40217 5 336 18 5 

AAEE01000001 cgd7_1070 snRNP core protein homolog Sm-X5.  SM domain containing protein. Chro.70451 5 324 19 5 

AAEE01000003 cgd8_1710 hypothetical protein Chro.70483 5 375 21 5 

AAEE01000001 cgd7_1870 hypothetical protein Chro.70265 5 312 18 5 

AAEE01000001 cgd7_690 small nuclear ribonucleoprotein Chro.30192 5 288 16 5 

AAEE01000009 cgd4_1250 hypothetical protein Chro.80610 5 306 18 5 



 

 

AAEE01000009 cgd4_1500 hypothetical protein Chro.10355 5 378 22 5 

AAEE01000007 cgd5_3390 very large hypothetical protein Chro.50033 5 11130 585 5 

AAEE01000003 cgd8_1930 large protein with a GCN1 domain Chro.80225 5 10188 581 5 

AAEE01000008 cgd4_2030 centromeric histone h3-like protein, cse4 like Chro.80310 5 297 15 5 

AAEE01000004 cgd3_2380 hypothetical protein Chro.30018 5 366 19 5 

AAEE01000006 cgd1_1190 hypothetical protein Chro.70205 5 324 17 5 

AAEE01000008 cgd4_2830 Mra1/NEP1 like protein, involved in pre-rRNA processing, adjacent genes putative paralogs Chro.80070 5 651 35 8 

AAEE01000005 cgd2_3910 hypothetical protein Chro.20131 5 321 17 5 

AAEE01000002 cgd6_4900 acylphosphatase, putative Chro.20235 5 369 21 5 

AAEE01000003 cgd8_3410 hypothetical protein Chro.70268 5 309 17 5 

AAEE01000008 cgd4_3760 hypothetical protein Chro.50015 5 336 17 5 

AAEE01000009 cgd4_1050 hypothetical protein Chro.60222 5 420 23 5 

AAEE01000007 cgd5_200 hypothetical protein Chro.60165 6 342 21 6 

AAEE01000004 cgd3_2340 hypothetical protein Chro.50232 6 309 21 6 

AAEE01000013 cgd2_70 
ABC transporter, with 12 x transmembrane domains and 2x AAA domains, transcripts 
identified by EST Chro.20017 6 4764 333 38 

AAEE01000006 cgd1_300 40S ribosomal protein S21 Chro.80601 6 243 17 6 

AAEE01000006 cgd1_2880 
13 kda membrane protein subunit [cryptosporidium parvum, sporozoites, peptide, 119 aa], 
transcript identified by EST Chro.40430 6 234 16 6 

AAEE01000014 cgd6_340 hypothetical protein Chro.50342 6 333 22 6 

AAEE01000004 cgd3_2360 putative nucleoporin, FG-rich motifs within N-terminal region Chro.30276 6 5418 364 13 

AAEE01000010 cgd5_3670 hypothetical protein Chro.50486 6 1215 80 6 

AAEE01000004 cgd3_1070 synaptobrevin like SNARE Chro.70137 6 312 20 6 

AAEE01000006 cgd1_720 apicomplexan-conserved protein Chro.80467 6 636 44 14 

AAEE01000003 cgd8_4560 hypothetical protein Chro.70144 6 486 30 9 

AAEE01000004 cgd3_1420 conserved small protein, transcript identified by EST Chro.80150 6 231 16 6 

AAEE01000001 cgd7_170 hypothetical protein Chro.20017 6 285 18 6 

AAEE01000007 cgd5_470 hypothetical protein, transcripts identified by EST Chro.30098 6 534 33 6 

AAEE01000004 cgd3_2250 60S ribosomal protein L37A, transcripts identified by EST Chro.80242 6 264 17 6 

AAEE01000007 cgd5_430 70 kDa peptidylprolyl isomerase, putative Chro.10018 6 237 16 6 

AAEE01000004 cgd3_2310 hypothetical protein Chro.80319 6 258 16 6 

AAEE01000001 cgd7_1520 peptidylprolyl isomerase, putative Chro.40479 6 252 17 6 



 

 

AAEE01000001 cgd7_4210 Sec61-gamma subunit of protein translocation complex, putative Chro.80306 6 264 17 6 

AAEE01000007 cgd5_3000 hypothetical protein Chro.10328 6 285 18 6 

AAEE01000008 cgd4_1660 small nuclear ribonucleoprotein, putative Chro.10062 6 264 17 6 

AAEE01000009 cgd4_890 hypothetical protein Chro.70285 6 258 17 6 

AAEE01000008 cgd4_3840 Ank, ankyrin repeats containing protein with 9 transmembrane domains at C-terminus Chro.40438 7 6564 492 7 

AAEE01000001 cgd7_3520 hypothetical protein Chro.80114 7 222 16 7 

AAEE01000003 cgd8_3550 hypothetical protein Chro.40249 7 309 22 7 

AAEE01000002 cgd6_1790 hypothetical protein Chro.60216 7 2880 202 7 

AAEE01000003 cgd8_4050 ribosomal protein S29 Chro.40360 7 195 15 7 

AAEE01000006 cgd1_3410 
possible domain similar to DUF392, domain of unknown function (DUF392), probable DNA 
replication complex GINS protein PSF2 Chro.30126 7 273 21 7 

AAEE01000004 cgd3_2770 hypothetical protein Chro.30315 7 2931 209 7 

AAEE01000005 cgd2_620 similar to protein translocation complex beta; protein transport protein SEC61 beta subunit Chro.50406 7 201 16 7 

AAEE01000002 cgd6_5110 large hypothetical protein with possible signal peptide Chro.60590 7 8136 630 7 

AAEE01000009 cgd4_1290 small hypothetical protein, possible conserved Chro.70065 7 240 17 7 

AAEE01000001 cgd7_4990 ubiquitin ligase with a HECT domain at the C-terminus Chro.70558 7 20043 1524 22 

AAEE01000007 cgd5_1430 hypothetical protein Chro.60269 7 387 30 12 

AAEE01000006 cgd1_3430 hypothetical protein Chro.70011 7 312 22 7 

AAEE01000006 cgd1_3370 similarity to domain KOG2265, KIAA1068 protein and nuclear distribution protein NUDC Chro.20426 7 636 45 7 

AAEE01000004 cgd3_2670 protein with UBC domain, ubiquitin conjugating enzyme E2 Chro.60479 7 453 36 7 

AAEE01000005 cgd2_2150 hypothetical protein Chro.10022 7 408 30 11 

AAEE01000010 cgd5_3810 hypothetical protein with a signal peptide Chro.50472 7 1044 78 7 

AAEE01000003 cgd8_1010 hypothetical protein Chro.80553 7 453 35 12 

AAEE01000013 cgd2_320 similar to uncharacterized expressed protein Chro.80073 7 405 30 11 

AAEE01000004 cgd3_1950 BIS(5'-nucleosyl)-tetraphosphatase (diadenosine tetraphosphatase), putative Chro.20448 7 288 22 7 

AAEE01000001 cgd7_700 N-acetylglucosaminyl-phosphatidylinositolde-N-acetylase Chro.30199 7 528 39 12 

AAEE01000008 cgd4_3260 putative DNA-directed RNA polymerases I, II, and III 8.3 kda polypeptide Chro.30046 7 219 16 7 

AAEE01000007 cgd5_280 signal peptide containing protein with 6 transmembrane domains Chro.50351 8 963 80 18 

AAEE01000008 cgd4_1810 hypothetical protein Chro.40032 8 354 29 12 

AAEE01000002 cgd6_3490 RNA-binding protein, putative Chro.10322 8 462 39 14 

AAEE01000001 cgd7_510 RNA polymerase III subunit C11 Chro.50080 8 189 17 8 



 

 

AAEE01000004 cgd3_370 hypothetical protein Chro.40348 8 315 27 8 

AAEE01000002 cgd6_3710 40S ribosomal protein S30, transcripts identified be EST Chro.40296 8 180 16 8 

AAEE01000003 cgd8_5360 
hypothetical protein with signal peptide, within telomeric locus of cryptosporidium-specific 
predicted secreted proteins Chro.50317 8 786 70 23 

AAEE01000009 cgd4_190 large low complexity protein Chro.40033 8 6300 542 8 

AAEE01000010 cgd5_4060 protein with N-terminal region ZnF U1 domain, similar to U1 snRNP-specific protein Chro.80265 8 597 50 18 

AAEE01000013 cgd2_140 similar to IMP4 family, transcript identified by EST Chro.60522 8 198 16 8 

AAEE01000006 cgd1_840 similar to GAJ protein Chro.80146 8 201 17 8 

AAEE01000004 cgd3_710 large  hypothetical protein with signal peptide Chro.30095 8 3963 350 8 

AAEE01000004 cgd3_3730 hypothetical protein Chro.30098 8 369 32 14 

AAEE01000002 cgd6_500 
membrane associated HD superfamily cyclic nucleotide phosphodiesterase domain 
containing protein Chro.60068 8 5904 476 15 

AAEE01000008 cgd4_2210 N-terminal region similar to putative epsilon-adaptin, probable adaptin Chro.40252 8 2733 238 8 

AAEE01000001 cgd7_4550 ubiquitin-like protein nedd8 homologue, putative Chro.30042 8 237 19 8 

AAEE01000003 cgd8_2360 hypothetical protein Chro.30090 8 192 16 8 

AAEE01000003 cgd8_2510 Cyclin dependent kinase regulatory subunit, putative Chro.40307 8 258 21 8 

AAEE01000013 cgd2_120 ribosomal protein L29 Chro.20151 8 207 17 8 

AAEE01000012 cgd4_4070 hypothetical protein Chro.20236 9 315 30 15 

AAEE01000005 cgd2_3690 WD repeat protein Chro.20394 9 11847 1093 9 

AAEE01000012 cgd4_4170 hypothetical protein Chro.40476 9 462 45 16 

AAEE01000003 cgd8_2730 
multidomain chromatinic protein with the following architecture: 3x PHD-bromo-3xPHD-SET 
domain and associated cysteine cluster at the C-terminus Chro.80318 9 6735 617 9 

AAEE01000005 cgd2_3280 hypothetical protein Chro.40348 9 375 36 9 

AAEE01000006 cgd1_1920 large protein with a SPRY domain and HECT domain Chro.10218 9 13839 1378 9 

AAEE01000008 cgd4_1750 hypothetical protein Chro.70464 9 333 30 14 

AAEE01000005 cgd2_2870 similar to 40S ribosomal protein S28, no good start Met Chro.10245 9 207 19 9 

AAEE01000001 cgd7_2440 giant membrane protein with homologs only in plasmodium Chro.70280 9 5370 526 9 

AAEE01000002 cgd6_3320 ypothetical protein Chro.10343 9 321 29 14 

AAEE01000006 cgd1_860 ubiquitin-like protein, putative Chro.70152 9 219 20 9 

AAEE01000004 cgd3_3550 hypothetical protein with signal peptide Chro.30400 10 3348 339 10 

AAEE01000013 cgd2_350 60S ribosomal protein L39, transcripts identified be EST Chro.80185 10 168 17 10 

AAEE01000001 cgd7_2770 uncharacterized low complexity protein Chro.70314 10 4554 498 10 



 

 

AAEE01000002 cgd6_1940 hypothetical protein Chro.60229 10 2838 301 10 

AAEE01000005 cgd2_3870 putative ABC transporter with 2x AAA and 11+ transmembrane domains Chro.20413 10 5787 612 20 

AAEE01000003 cgd8_1510 large protein with possibly 18 transmembrane domains Chro.80178 10 4815 521 10 

AAEE01000004 cgd3_3810 similar to clathrin adaptor complex, small subunit Chro.40020 10 420 45 22 

AAEE01000006 cgd1_1400 hypothetical protein Chro.10162 10 2889 294 10 

AAEE01000001 cgd7_2530 
large membrane protein with signal peptide and transmembrane domain near carboxy 
terminus Chro.70289 10 7164 737 10 

AAEE01000002 cgd6_2630 hypothetical protein Chro.60304 10 4830 486 10 

AAEE01000002 cgd6_4310 hypothetical low complexity Chro.60493 10 5796 594 10 

AAEE01000003 cgd8_4420 WD40 repeat and RING finger domain-containing protein Chro.80507 10 3129 332 10 

AAEE01000006 cgd1_1770 domain similar to KOG3415, putative Rab5-interacting protein Chro.70125 10 288 30 15 

AAEE01000008 cgd4_2050 hypothetical protein Chro.20017 10 402 42 22 

AAEE01000003 cgd8_1610 sacsin like HSP90 chaperone domain, likely plant origin Chro.80189 11 6363 729 11 

�
�
�
�
�
�
�
�
�
�
�
�
�
�
�
�



 

 

Accession 
number 

 

C. hominis 
 gene name 

 

Gene  
Annotation 

 

Best               
C. parvum  

target 

% 
identity 

 

Query length 
(bp) 

 

Number of 
identical 

nucleotides 

Sequence 
coverage 

(%) 

AAEL01000003 Chro.70187 hypothetical protein cgd1_1330 0 3096 23 0 

AAEL01000717 Chro.00003 sensor histidine kinase cgd8_3370 0 1647 16 0 

AAEL01000018 Chro.40268 hypothetical protein cgd5_3560 0 2721 19 0 

AAEL01000017 Chro.70405 hypothetical protein cgd7_5010 1 1242 18 1 

AAEL01000004 Chro.70479 hypothetical protein cgd4_2720 1 1029 18 1 

AAEL01000170 Chro.80591 hypothetical protein cgd5_3850 1 1992 24 1 

AAEL01000059 Chro.80288 hypothetical protein cgd1_1390 1 1785 19 1 

AAEL01000028 Chro.70434 hypothetical protein cgd6_3390 1 1374 19 1 

AAEL01000267 Chro.50010 hypothetical protein cgd2_690 1 2082 38 2 

AAEL01000452 Chro.50317 RNA polymerase A/beta'/A'' subunit cgd8_4860 1 1419 25 1 

AAEL01000256 Chro.30271 hypothetical protein cgd6_3330 2 675 19 2 

AAEL01000369 Chro.50330 leucyl tRNA synthetase (134.5 kD) (lrs-1) cgd6_3190 2 681 18 2 

AAEL01000428 Chro.50457 erythrocyte membrane-associated antigen cgd8_4810 2 1080 22 2 

AAEL01000251 Chro.60010 hypothetical protein cgd4_1590 2 969 27 2 

AAEL01000267 Chro.00007 hypothetical protein cgd6_4830 2 942 21 2 

AAEL01000065 Chro.20156 hypothetical protein cgd8_2790 2 795 22 2 

AAEL01000301 Chro.50310 hypothetical protein cgd8_5420 2 828 20 2 

AAEL01000444 Chro.60598 hypothetical protein cgd2_3870 2 1755 37 3 

AAEL01000368 Chro.40321 hypothetical protein cgd8_2550 2 732 21 2 

AAEL01000117 Chro.70274 hypothetical protein cgd6_2540 2 621 18 2 

AAEL01000413 Chro.50011 hypothetical protein cgd8_20 3 1470 45 3 

AAEL01000001 Chro.30236 hypothetical protein cgd5_2230 3 543 17 3 

AAEL01000232 Chro.30149 ubiquitin-protein ligase 1 cgd8_1200 3 1500 57 8 

AAEL01000330 Chro.80592 hypothetical protein cgd6_4070 3 624 19 3 

AAEL01000045 Chro.20364 hypothetical protein cgd5_2840 3 447 17 3 

AAEL01000410 Chro.70032 hypothetical protein cgd6_3460 3 558 19 3 

AAEL01000081 Chro.30091 hypothetical protein cgd5_40 3 2991 114 11 

AAEL01000063 Chro.30044 hypothetical protein cgd2_3440 4 720 33 7 



 

 

AAEL01000687 Chro.60599 hypothetical protein cgd4_380 4 573 23 4 

AAEL01000458 Chro.50090 hypothetical protein cgd2_2600 4 459 19 4 

AAEL01000031 Chro.70013 hypothetical protein cgd7_90 4 714 32 7 

AAEL01000068 Chro.30290 hypothetical protein cgd3_4140 4 423 19 4 

AAEL01000813 Chro.10385 hypothetical protein cgd7_4990 4 429 21 4 

AAEL01000668 Chro.30347 hypothetical protein cgd3_3070 4 1470 64 4 

AAEL01000519 Chro.30030 hypothetical protein cgd2_1920 4 410 19 4 

AAEL01000057 Chro.60252 transmembrane protein cgd6_3860 4 789 32 6 

AAEL01000023 Chro.60543 hypothetical protein cgd8_1150 5 336 17 5 

AAEL01000657 Chro.00006 senescence-associated protein cgd4_3820 5 321 19 5 

AAEL01000239 Chro.20422 hypothetical protein cgd8_2800 5 276 16 5 

AAEL01000412 Chro.60093 hypothetical protein cgd1_3360 5 558 31 8 

AAEL01000256 Chro.30272 hypothetical protein cgd4_3560 5 297 17 5 

AAEL01000010 Chro.10301 hypothetical protein cgd6_270 5 288 17 5 

AAEL01000538 Chro.50065 hypothetical protein cgd2_3510 6 258 17 6 

AAEL01000090 Chro.40235 hypothetical protein cgd2_3510 6 264 17 6 

AAEL01000036 Chro.80427 hypothetical protein cgd8_2490 6 276 18 6 

AAEL01000103 Chro.80041 hypothetical protein cgd1_2670 6 279 17 6 

AAEL01001081 Chro.60044 hypothetical protein cgd5_3460 6 252 17 6 

AAEL01000180 Chro.80545 hypothetical protein cgd1_3250 6 288 20 6 

AAEL01000474 Chro.80550 hypothetical protein cgd2_3580 6 267 18 6 

AAEL01000005 Chro.80379 hypothetical protein cgd4_1340 6 243 17 6 

AAEL01000812 Chro.40398 hypothetical protein cgd8_2630 6 246 16 6 

AAEL01000119 Chro.80356 hypothetical protein cgd3_3230 6 252 17 6 

AAEL01000007 Chro.50283 hypothetical protein cgd5_1030 6 243 17 6 

AAEL01000015 Chro.80606 hypothetical protein cgd5_2790 6 237 16 6 

AAEL01000090 Chro.40237 hypothetical protein cgd5_4000 6 282 18 6 

AAEL01000139 Chro.80064 hypothetical protein cgd6_4460 6 246 16 6 

AAEL01000332 Chro.50315 hypothetical protein cgd8_1610 6 273 18 6 

AAEL01000440 Chro.10077 hypothetical protein cgd5_540 6 252 17 6 

AAEL01000124 Chro.60431 hypothetical protein cgd5_4000 6 237 16 6 



 

 

AAEL01000122 Chro.80417 hypothetical protein cgd7_3670 6 270 17 6 

AAEL01001123 Chro.70543 hypothetical protein cgd8_490 6 249 17 6 

AAEL01000117 Chro.70268 hypothetical protein cgd8_3470 6 300 18 6 

AAEL01000142 Chro.70073 hypothetical protein cgd2_2400 6 246 17 6 

AAEL01000153 Chro.80322 hypothetical protein cgd1_2740 6 246 17 6 

AAEL01000382 Chro.80170 hypothetical protein cgd4_580 7 267 21 7 

AAEL01000238 Chro.60358 hypothetical protein cgd2_1160 7 237 18 7 

AAEL01000429 Chro.60361 hypothetical protein cgd7_2260 7 246 18 7 

AAEL01000025 Chro.60126 cAMP-dependent protein kinase cgd3_1340 7 255 18 7 

AAEL01000114 Chro.30365 hypothetical protein cgd6_1940 7 213 17 7 

AAEL01000003 Chro.70195 hypothetical protein cgd8_3700 7 273 20 7 

AAEL01000060 Chro.60547 hypothetical protein cgd4_3520 7 237 17 7 

AAEL01000013 Chro.50199 hypothetical protein cgd8_3260 7 297 21 7 

AAEL01000039 Chro.40229 hypothetical protein cgd2_1440 7 237 17 7 

AAEL01000499 Chro.10090 hypothetical protein cgd1_3220 7 234 18 7 

AAEL01000039 Chro.40228 hypothetical protein cgd2_1430 7 282 22 7 

AAEL01000362 Chro.30104 hypothetical protein cgd8_4030 7 291 21 7 

AAEL01000017 Chro.70398 hypothetical protein cgd5_2440 7 228 16 7 

AAEL01000261 Chro.40211 hypothetical protein cgd6_610 7 207 16 7 

AAEL01000353 Chro.50226 hypothetical protein cgd1_1690 7 225 16 7 

AAEL01000003 Chro.70179 hypothetical protein cgd8_550 7 234 17 7 

AAEL01000347 Chro.10127 hypothetical protein cgd4_1390 7 270 21 7 

AAEL01000114 Chro.30364 hypothetical protein cgd3_50 7 240 18 7 

AAEL01000382 Chro.80169 hypothetical protein cgd4_650 8 204 18 8 

AAEL01000009 Chro.20113 hypothetical protein cgd5_210 8 207 18 8 

AAEL01000066 Chro.80037 hypothetical protein cgd5_3420 8 222 18 8 

AAEL01000137 Chro.60099 hypothetical protein cgd8_3030 8 216 19 8 

AAEL01000058 Chro.40286 hypothetical protein cgd7_5480 8 222 18 8 

AAEL01000127 Chro.40012 hypothetical protein cgd2_1380 8 225 20 8 

AAEL01000233 Chro.80531 hypothetical protein cgd3_400 8 231 19 8 

AAEL01000536 Chro.40447 hypothetical protein cgd5_500 8 213 18 8 



 

 

�
�
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AAEL01000050 Chro.60575 hypothetical protein cgd4_1330 8 213 19 8 

AAEL01001242 Chro.70522 hypothetical protein cgd2_470 8 225 19 8 

AAEL01000003 Chro.70158 hypothetical protein cgd4_770 8 378 32 13 

AAEL01000620 Chro.10340 hypothetical protein cgd4_1360 8 222 19 8 

AAEL01000116 Chro.80349 hypothetical protein cgd8_4410 8 210 17 8 

AAEL01000179 Chro.50216 hypothetical protein cgd8_3220 8 273 22 8 

AAEL01000021 Chro.60179 hypothetical protein cgd3_4180 8 216 18 8 

AAEL01000679 Chro.40091 hypothetical protein cgd6_2260 8 183 16 8 

AAEL01000181 Chro.10351 hypothetical protein cgd5_4130 8 207 17 8 

AAEL01000291 Chro.30130 hypothetical protein cgd3_260 8 228 20 8 

AAEL01000611 Chro.80489 hypothetical protein cgd2_1980 8 240 21 8 

AAEL01000079 Chro.80248 hypothetical protein cgd8_2060 8 222 18 8 

AAEL01000506 Chro.30028 hypothetical protein cgd6_3160 8 207 18 8 

AAEL01000337 Chro.40251 hypothetical protein cgd6_5110 8 318 28 8 

AAEL01000127 Chro.40016 hypothetical protein cgd6_1920 8 243 20 8 

AAEL01000004 Chro.70478 hypothetical protein cgd8_620 8 213 18 8 

AAEL01000192 Chro.70515 hypothetical protein cgd3_600 9 222 20 9 

AAEL01000082 Chro.60476 hypothetical protein cgd4_3930 9 222 22 9 

AAEL01000237 Chro.60454 hypothetical protein cgd6_3690 9 234 23 9 

AAEL01000031 Chro.70026 hypothetical protein cgd4_820 9 216 21 9 

AAEL01000031 Chro.70011 hypothetical protein cgd1_3430 9 243 22 9 

AAEL01000101 Chro.20319 hypothetical protein cgd7_3810 9 207 19 9 

AAEL01000434 Chro.50247 hypothetical protein cgd5_4190 10 312 34 17 

AAEL01000234 Chro.80118 hypothetical protein cgd2_1590 10 228 24 10 

AAEL01000298 Chro.10105 hypothetical protein cgd8_1060 10 297 30 16 

AAEL01000453 Chro.80410 hypothetical protein cgd1_2850 10 300 30 16 

AAEL01000091 Chro.10038 hypothetical protein cgd8_1510 11 243 29 18 
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Reciprocal �!�� �  
 Data from CryptoDB and NCBI �!�� �  

 !�� �   
C. hominis 

gene 
Function 

 
C. parvum 

target 
% 

identity Sequence length C hominis C parvum 
% 

identity Probability Homologous gene(s)  

Chro.00003 sensor histidine kinase cgd8_3370 0 1647 bp / 548 AAs yes no 0%    

Chro.40268 hypothetical protein cgd5_3560 0 2721 bp / 906 AAs yes no 0%    

Chro.70405 hypothetical protein cgd7_5010 1 1242 bp / 413 AAs yes no 0%    

Chro.70479 hypothetical protein cgd4_2720 1 1029 bp / 342 AAs yes no 0%    

Chro.80591 hypothetical protein cgd5_3850 1 1992 bp / 663 AAs yes no 0%    

Chro.80288 hypothetical protein cgd1_1390 1 1785 bp / 594 AAs yes no 0%    

Chro.70434 hypothetical protein cgd6_3390 1 1374 bp / 457 AAs yes no 0%    

Chro.50010 hypothetical protein cgd2_690 1 2082 bp / 693 AAs yes no 8% 9e-09 C hominis Chro.50011 

Chro.50317 RNA polymerase A/beta'/A'' subunit cgd8_4860 1 1419 bp / 472 AAs yes no 0%    

Chro.30271 hypothetical protein cgd6_3330 2 675 bp / 224 AAs yes no 0%    

Chro.50330 leucyl tRNA synthetase (134.5 kD) (lrs-1) cgd6_3190 2 681 bp / 226 AAs yes no 0%    

Chro.50457 erythrocyte membrane-associated antigen cgd8_4810 2 1080 bp / 359 AAs yes no 0%    

Chro.60010 hypothetical protein cgd4_1590 2 969 bp / 322 AAs yes no 0%  C hominis Chro.00007 

Chro.00007 hypothetical protein cgd6_4830 2 942 bp / 313 AAs yes no 0%  C hominis Chro.60010 

Chro.20156 hypothetical protein cgd8_2790 2 795 bp / 264 AAs yes no 0%    

Chro.40321 hypothetical protein cgd8_2550 2 732 bp / 243 AAs yes no 0%    

Chro.70274 hypothetical protein cgd6_2540 2 621 bp / 206 AAs yes no 0%    

Chro.50011 hypothetical protein cgd8_20 3 1470 bp / 489 AAs yes no 9% ������ C hominis Chro.50010  

Chro.30236 hypothetical protein cgd5_2230 3 543 bp / 180 AAs yes no 0%    

Chro.30149 ubiquitin-protein ligase 1 cgd8_1200 3 1500 bp / 499 AAs yes no 0%    

Chro.80592 hypothetical protein cgd6_4070 3 624 bp / 207 AAs yes no 0%    

Chro.20364 hypothetical protein cgd5_2840 3 447 bp / 148 AAs yes no 0%    

Chro.70032 hypothetical protein cgd6_3460 3 558 bp / 185 AAs yes no 0%    



 
 

 

Chro.30091 hypothetical protein cgd5_40 3 2991 bp / 996 AAs yes no 0%    

Chro.30044 hypothetical protein cgd2_3440 4 720 bp / 239 AAs yes no 0%    

Chro.50090 hypothetical protein cgd2_2600 4 459 bp / 152 AAs yes no 0%    

Chro.70013 hypothetical protein cgd7_90 4 714 bp / 237 AAs yes no 0%    

Chro.30290 hypothetical protein cgd3_4140 4 423 bp / 140 AAs yes no 0%    

Chro.10385 hypothetical protein cgd7_4990 4 429 bp / 142 AAs yes no 0%    

Chro.30030 hypothetical protein cgd2_1920 4 410 bp / 407/3 AAs yes no 0%    

Chro.20422 hypothetical protein cgd8_2800 5 276 bp / 91 AAs yes no 0%    

Chro.60093 hypothetical protein cgd1_3360 5 558 bp / 185 AAs yes no 0%    

Chro.30272 hypothetical protein cgd4_3560 5 297 bp / 98 AAs yes no 0%    

Chro.10301 hypothetical protein cgd6_270 5 288 bp / 95 AAs yes no 0%    

Chro.50065 hypothetical protein cgd2_3510 6 258 bp / 85 AAs yes no 0%    

Chro.80427 hypothetical protein cgd8_2490 6 276 bp / 91 AAs yes no 0%    

Chro.80041 hypothetical protein cgd1_2670 6 279 bp / 92 AAs yes no 0%    

Chro.60044 hypothetical protein cgd5_3460 6 252 bp / 83 AAs yes no 0%    

Chro.80550 hypothetical protein cgd2_3580 6 267 bp / 88 AAs yes no 0%    

Chro.80379 hypothetical protein cgd4_1340 6 243 bp / 80 AAs yes no 0%    

Chro.40398 hypothetical protein cgd8_2630 6 246 bp / 81 AAs yes no 0%    

Chro.80356 hypothetical protein cgd3_3230 6 252 bp / 83 AAs yes no 0%    

Chro.50283 hypothetical protein cgd5_1030 6 243 bp / 80 AAs yes no ��	� 2e-07 C hominis Chro.50284 

Chro.80606 hypothetical protein cgd5_2790 6 237 bp / 78 AAs yes no 0%    

Chro.40237 hypothetical protein cgd5_4000 6 282 bp / 93 AAs yes no 0%    

Chro.80064 hypothetical protein cgd6_4460 6 246 bp / 81 AAs yes no 0%    

Chro.50315 hypothetical protein cgd8_1610 6 273 bp / 90 AAs yes no 0%    

Chro.10077 hypothetical protein cgd5_540 6 252 bp / 83 AAs yes no 0%    

Chro.80417 hypothetical protein cgd7_3670 6 270 bp / 89 AAs yes no 0%    

Chro.70543 hypothetical protein cgd8_490 6 249 bp / 82 AAs yes no 0%    

Chro.70268 hypothetical protein cgd8_3470 6 300 bp / 99 AAs yes no 0%    

Chro.70073 hypothetical protein cgd2_2400 6 246 bp / 81 AAs yes no 0%    

Chro.80322 hypothetical protein cgd1_2740 6 246 bp / 81 AAs yes no 0%    

Chro.30365 hypothetical protein cgd6_1940 7 213 bp / 70 AAs yes no 0%    

Chro.70195 hypothetical protein cgd8_3700 7 273 bp / 90 AAs yes no 0%    

Chro.50199 hypothetical protein cgd8_3260 7 297 bp / 98 AAs yes no 0%    



 
 

 

Chro.40229 hypothetical protein cgd2_1440 7 237 bp / 78 AAs yes no 0%    

Chro.10090 hypothetical protein cgd1_3220 7 234 bp / 77 AAs yes no 0%    

Chro.40228 hypothetical protein cgd2_1430 7 282 bp / 93 AAs yes no 0%    

Chro.30104 hypothetical protein cgd8_4030 7 291 bp / 96 AAs yes no 0%    

Chro.70398 hypothetical protein cgd5_2440 7 228 bp / 75 AAs yes no 0%    

Chro.40211 hypothetical protein cgd6_610 7 207 bp / 68 AAs yes no 0%    

Chro.70179 hypothetical protein cgd8_550 7 234 bp / 77 AAs yes no 0%    

Chro.10127 hypothetical protein cgd4_1390 7 270 bp / 89 AAs yes no 0%    

Chro.30364 hypothetical protein cgd3_50 7 240 bp / 79 AAs yes no 0%    

Chro.80169 hypothetical protein cgd4_650 8 204 bp / 67 AAs yes no 0%    

Chro.20113 hypothetical protein cgd5_210 8 207 bp / 68 AAs yes no 0%    

Chro.80037 hypothetical protein cgd5_3420 8 222 bp / 73 AAs yes no 0%    

Chro.40286 hypothetical protein cgd7_5480 8 222 bp / 73 AAs yes no 0%    

Chro.40012 hypothetical protein cgd2_1380 8 225 bp / 74 AAs yes no 0%    

Chro.80531 hypothetical protein cgd3_400 8 231 bp / 76 AAs yes no 0%    

Chro.40447 hypothetical protein cgd5_500 8 213 bp / 70 AAs yes no 0%    

Chro.70522 hypothetical protein cgd2_470 8 225 bp / 74 AAs yes no 0%    

Chro.70158 hypothetical protein cgd4_770 8 378 bp / 125 AAs yes no 0%    

Chro.10340 hypothetical protein cgd4_1360 8 222 bp / 73 AAs yes no 0%    

Chro.80349 hypothetical protein cgd8_4410 8 210 bp / 69 AAs yes no 0%    

Chro.50216 hypothetical protein cgd8_3220 8 273 bp / 90 AAs yes no 0%    

Chro.40091 hypothetical protein cgd6_2260 8 183 bp / 60 AAs yes no 0%    

Chro.10351 hypothetical protein cgd5_4130 8 207 bp / 68 AAs yes no 0%    

Chro.30130 hypothetical protein cgd3_260 8 228 bp / 75 AAs yes no 0%    

Chro.80489 hypothetical protein cgd2_1980 8 240 bp / 79 AAs yes no 0%    

Chro.80248 hypothetical protein cgd8_2060 8 222 bp / 73 AAs yes no 0%    

Chro.30028 hypothetical protein cgd6_3160 8 207 bp / 68 AAs yes no 0%    

Chro.40251 hypothetical protein cgd6_5110 8 318 bp / 105 AAs yes no 0%    

Chro.70478 hypothetical protein cgd8_620 8 213 bp / 70 AAs yes no 0%    

Chro.70515 hypothetical protein cgd3_600 9 222 bp / 73 AAs yes no 0%    

Chro.70026 hypothetical protein cgd4_820 9 216 bp / 71 AAs yes no 0%    

Chro.70011 hypothetical protein cgd1_3430 9 243 bp / 80 AAs yes no 0%    

Chro.20319 hypothetical protein cgd7_3810 9 207 bp / 68 AAs yes no 0%    
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Chro.50247 hypothetical protein cgd5_4190 10 312 bp / 103 AAs yes no 0%    

Chro.80118 hypothetical protein cgd2_1590 10 228 bp / 75 AAs yes no 0%    

Chro.80410 hypothetical protein cgd1_2850 10 300 bp / 99 AAs yes no 0%    



 
 

 

Reciprocal �!�� �  
 Data from CryptoDB and NCBI Blast 

 BLAST   

C. parvum  
gene 

Function 
 

C. hominis 
target % identity 

Sequence 
length C hominis C parvum % identity Probability  Homologous gene(s)  

cgd6_5320 
 

hypothetical protein with similarity to many 
plasmodium proteins 

Chro.60073 
 

0 
 

2811 bp / 
936 AAs no yes 0%    

cgd2_80 
 

 ABC transporter family protein, 2x AAA domain 
 

Chro.80487 
 

0 
 

4431 bp / 
1476 AAs no yes 0%    

cgd5_330 
 

hypothetical protein 
 

Chro.70096 
 

0 
 

3504 bp / 
1167 AAs no yes 0% 

0.91 
 

C hominis TU502 hypothetical protein 
Chro.70096 

cgd5_1000 
 

hypothetical protein 
 

Chro.60190 
 

0 
 

2112 bp / 
703 AAs no yes 0%    

cgd4_1740 
 

possible HSMGG motif (esterase?) 
 

Chro.80330 
 

1 
 

3078 bp / 
1025 AAs no yes 0%    

cgd4_1330 
 

NADPH-dependent FMN FAD containing 
oxidoreductase , transcripts identified by EST 

Chro.60070 
 

1 
 

2460 bp / 
819 AAs no yes 0%    

cgd4_290 
 
 

putative protein phosphatase 2A regulatory B 
subunit, highly conserved but no plasmodium 
hits 

Chro.80116 
 
 

1 
 
 

2076 bp / 
691 AAs no yes 0%    

cgd3_500 
 
 

putative fucose translocator with 8 
transmembrane domains, within locus of 3 
paralogous genes 

Chro.40126 
 
 

1 
 
 

1185 bp / 
394 AAs no yes 0%    

cgd3_2870 
 
 

similarity of possible bacterial origin within 
discrete region similar to long-chain fatty acid 
acyl-CoA synthetases 

Chro.00004 
 
 

1 
 
 

2334 bp / 
777 AAs no yes 0%    

cgd6_440 
 

PP2Cc like protein phosphatise 
 

Chro.80459 
 

1 
 

1602 bp / 
533 AAs no yes 0%    

cgd1_110 
 

predicted secreted protein, signal peptide, 
paralogs 

Chro.10158 
 

1 
 

1221 bp / 
406 AAs no yes 0%    

cgd6_540 
 

Ser/Thr protein kinase 
 

Chro.10402 
 

1 
 

2841 bp / 
946 AAs no yes 0%    

cgd4_1570 
 

hypothetical protein, possible conserved 
 

Chro.50401 
 

1 
 

1224 bp / 
407 AAs no yes 0%    

cgd3_4240 
 

insulinase like peptidase 
 

Chro.50235 
 

1 
 

3342 bp / 
1113 AAs no yes 0% 0.87 C parvum Chr 6 

cgd3_2640 
 

hypothetical protein with conserved domain 
 

Chro.40078 
 

1 
 

1311 bp / 
436 AAs no yes 0%    

cgd5_4190 
 

hypothetical protein 
 

Chro.20329 
 

1 
 

2247 bp / 
748 AAs no yes 0%    

!)� ����
��
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cgd4_1130 
 

PhnP like hydrolase of the 
metallobetalactamase fold 

Chro.10012 
 

1 
 

1065 bp / 
354 AAs no yes 0%    

cgd2_4380 
 

signal peptide, repeats, gene anchored to 
telomere 

Chro.10099 
 

1 
 

1434 bp / 
477 AAs no yes 0%    

cgd5_4000 
 

hypothetical protein 
 

Chro.40042 
 

1 
 

2034 bp / 
677 AAs no yes 0%    

cgd3_510 
 
 

putative fucose translocatorw ith 8 
transmembrane domains, within locus of 3 
paralogous genes 

Chro.30381 
 
 

1 
 
 

1170 bp / 
389 AAs no yes 0%    

cgd6_320 
 
 
 

hypothetical protein with signal peptide and 8 
transmembrane domains, amino terminl region 
conserved in plasmodium, transcripts identified by 
EST 

Chro.80433 
 
 
 

1 
 
 
 

2427 bp / 
808 AAs no yes 0%    

cgd2_10 
 

 hypothetical protein 
 

Chro.50504 
 

1 
 

1338 bp / 
445 AAs no yes 0%    

cgd8_2370 
 
 

adenosine kinase like ribokinase 
 
 

Chro.40163 
 
 

1 
 
 

1188 bp / 
395 AAs no yes 

97%                  
1% 

 

0.0                 
0.31 

 

C parvum adenosine kinase (AK) gene                                       
C parvum Iowa II hypothetical protein 
cgd8_4780 

cgd6_670 
 
 

extacellular protein with a signal peptide, 
clostripain like caspase/hemoglobinase 
domain, notch domain and 2 EGF domains 

Chro.70432 
 
 

1 
 
 

4824 bp / 
1607 AAs no yes 0%    

cgd1_360 
 

similar to Noc2p N-terminus 
 

Chro.60406 
 

1 
 

2511 bp / 
836 AAs no yes 0%    

cgd4_1780 
 

ring domain protein 
 

Chro.50317 
 

1 
 

1434 bp / 
477 AAs no yes 0%    

cgd6_5120 
 

protein with two PHD Zn fingers that is probably 
involved in chromatin function 

Chro.40494 
 

2 
 

687 bp / 
228 AAs no yes 0%    

cgd4_3990 
 

hypothetical protein with possible 
transmembrane domain near N-terminus 

Chro.70342 
 

2 
 

1743 bp / 
580 AAs no yes 0%    

cgd6_1130 
 

hypothetical protein with signal peptide 
 

Chro.40330 
 

2 
 

1827 bp / 
608 AAs no yes 0%    

cgd6_5510 
 
 
 
 
 

telomeric insulinase-like protease with signal 
peptide 
 
 
 
 

Chro.40328 
 
 
 
 
 

2 
 
 
 
 
 

1473 bp / 
490 AAs no yes 41% 0.0 

C parvum isolate Ontario zinc protease 
telomerase  
C parvum isolate Michigan zinc protease 
telomerase                              
C parvum isolate Georgia zinc protease 
telomerase  

cgd2_3800 
 

hypothetical protein 
 

Chro.60478 
 

2 
 

1110 bp / 
369 AAs no yes 2% 

4.5 
 

C parvum Iowa II DHHC family palmitoyl 
transferase cgd8_4730 

cgd5_4510 
 

hypothetical protein 
 

Chro.40216 
 

2 
 

789 bp / 
262 AAs no yes 0%    

cgd5_320 
 

carboxylesterase , lysophospholipase, signal 
peptide 

Chro.10070 
 

2 
 

1422 bp / 
473 AAs no yes 0%    



 
 

 

cgd2_2430 
 

ximpact ortholog conserved protein seen in 
bacteria and eukaryotes 

Chro.10042 
 

2 
 

873 bp / 
290 AAs no yes 0%    

cgd2_100 
 

hypothetical protein 
 

Chro.30403 
 

2 
 

723 bp / 
240 AAs no yes 0%    

cgd3_1090 
 

Rrp9p/U3-55K-family snoRNP-associated 
protein with several WD40 repeats 

Chro.50400 
 

2 
 

1374 bp / 
457 AAs no yes 0%    

cgd8_3150 
 

hypothetical conserved protein, transcripts 
identified by EST 

 
Chro.30367 
 

2 
 

582 bp / 
193 AAs no yes 0%    

cgd4_4160 
 

possible carboxypeptidase 
 

Chro.20426 
 

2 
 

1371 bp / 
456 AAs no yes 0%    

cgd1_960 
 

RING finger containing protein 
 

Chro.20379 
 

2 
 

1458 bp / 
485 AAs no yes 0%    

cgd5_3290 
 

transcription elongation factor TFIIS 
 

Chro.60122 
 

2 
 

702 bp / 
233 AAs no yes 0%    

cgd2_3970 
 

RRM domain containing protein 
 

Chro.40100 
 

2 
 

670 bp / 
222 AAs no yes 0%    

cgd8_620 
 

hypothetical protein 
 

Chro.20223 
 

2 
 

783 bp / 
260 AAs no yes 0%    

cgd6_1810 hypothetical protein Chro.10285 2 
675 bp / 
224 AAs no yes 0%    

cgd6_5520 peptidase'insulinase like peptidase' Chro.40162 2 
1713 bp / 
570 AAs no yes 0%    

cgd6_5020 protein with WD40 repeats Chro.50196 3 
651 bp / 
216 AAs no yes 0%    

cgd5_3250 
secreted lipopolysaccharide sugar transferase 
like family 8 glycosyltransferase Chro.10377 3 

477 bp / 
158 AAs no yes 0%    

cgd5_190 plasmodium conserved protein Chro.20379 3 
1041 bp / 
346 AAs no yes 0%    

cgd4_3920 DinB/family X-type DNA polymerase Chro.30486 3 
1077 bp / 
358 AAs no yes 4% 

3e-04 
 

C parvum Iowa II archeo-eukaryotic 
exosomal RNAse cgd4_3930 

cgd4_90  hypothetical protein, similarity to Rrp7p Chro.70603 3 
531 bp / 
176 AAs no yes 0%    

cgd1_3280 hypothetical protein Chro.40376 3 
939 bp / 
312 AAs no yes 0%    

cgd6_220 hypothetical protein, possible G-patch domain Chro.30092 3 
534 bp / 
177 AAs no yes 3% 

2.1 
 

C parvum Iowa II hypothetical protein 
cgd5_260 

cgd7_730 hypothetical protein Chro.40021 3 
441 bp / 
146 AAs no yes 0%    



 
 

 

cgd6_3440 hypothetical protein Chro.30421 3 
570 bp / 
189 AAs no yes 0%    

cgd5_4460 hypothetical protein Chro.20065 3 
1023 bp / 
340 AAs no yes 0%    

cgd3_990 CG6144-like AlkB Chro.30338 3 
543 bp / 
180 AAs no yes 0%    

cgd8_210 transcription factor TFIID, TBP Chro.60267 3 
588 bp / 
195 AAs no yes 0%    

cgd4_20 
 hypothetical protein having a signal peptide, 
telomeric gene Chro.30460 3 

1008 bp / 
335 AAs no yes 0%    

cgd5_210 hypothetical protein Chro.50157 3 
3258 bp / 
1085 AAs no yes 0%    

cgd4_4000 
 

possible ribosomal-protein-alanine 
acetyltransferase 

Chro.30486 
 3 

459 bp / 
152 AAs no yes 0%    

cgd5_290 hypothetical protein, 6 transmembrane domains Chro.10356 3 
762 bp / 
253 AAs no yes 0%    

cgd8_3690 mitosis protein DIM1 Chro.70416 3 
429 bp / 
142 AAs no yes 0%    

cgd3_2660 hypothetical protein Chro.30288 3 
612 bp / 
203 AAs no yes 0%    

cgd6_1650 conserved hypothetical protein Chro.30100 3 
618 bp / 
205 AAs no yes 0%    

cgd8_5070 hypothetical protein Chro.10357 3 
487 bp / 
161 AAs no yes 0%    

cgd6_3000 ferredoxin-like protein Fd1, putative Chro.30168 3 
937 bp / 
311 AAs no yes 0%    

cgd6_970 hypothetical protein Chro.40119 3 
607 bp / 
201 AAs no yes 

4%                   
6% 

 

0.13             
2.1 

 

C parvum Iowa II protein kinase cgd1_400                                   
C parvum Iowa II putative peptidase family 
C54 cgd3_2920 

cgd3_4320 possible similarity to RNA polymerase Rpb4 Chro.50268 4 
427 bp / 
141 AAs no yes 0%    

cgd3_1410 
 

small hypothetical protein with transcripts 
identified by EST 

Chro.60411 
 

4 
 

333 bp / 
110 AAs no yes 0%    

cgd2_4000 hypothetical protein Chro.40338 4 
405 bp / 
134 AAs no yes 0%    

cgd6_200 
 

cryptosporidium oocyst wall protein 8, 
CpCOWP8, signal peptide 

Chro.60138 
 

4 
 

1374 bp / 
457 AAs no yes 0%    

cgd6_4980 hypothetical protein Chro.80548 4 
384 bp / 
127 AAs no yes 0%    



 
 

 

cgd3_3760 
small protein with possible EF hand domains, 
calmodulin like Chro.60242 4 

432 bp / 
143 AAs no yes 0%    

cgd8_5100 hypothetical protein Chro.30413 4 
525 bp / 
174 AAs no yes 0%    

cgd6_380 
 
 

hypothetical protein with signal peptide and 4 
transmembrane domains, possible 
apicomplexan conserved 

Chro.10229 
 
 

4 
 
 

444 bp / 
147 AAs no yes 0%    

cgd4_2400 
 

60S ribosomal protein L31, transcript identified 
by EST 

Chro.50110 
 

4 
 

426 bp / 
141 AAs no yes 0%    

cgd6_930 Dim1p-like ERMB/KSGA methylase Chro.70119 4 
1158 bp / 
385 AAs no yes 0%    

cgd5_4530 
 

hypothetical protein with signal peptide and 2 
cryptosporidium-specific paralogs 

Chro.20423 
 

4 
 

819 bp / 
272 AAs no yes 0%    

cgd4_2290 hypothetical protein Chro.70304 4 
417 bp / 
138 AAs no yes 0%    

cgd5_260 hypothetical protein Chro.60196 4 
2478 bp / 
825 AAs no yes 0%    

cgd1_3770 hypothetical protein Chro.10098 4 
303 bp / 
100 AAs no yes 0%    

cgd7_2120 hypothetical protein Chro.70293 4 
411 bp / 
136 AAs no yes 0%    

cgd5_2650 hypothetical protein Chro.50182 4 
423 bp / 
140 AAs no yes 0%    

cgd6_1240 hypothetical protein Chro.50381 4 
468 bp / 
155 AAs no yes 0%    

cgd7_5070 small conserved protein Chro.70226 4 
387 bp / 
128 AAs no yes 0%    

cgd6_910 
 
 
 

protein with possible 2 transmembrane 
domains, possible ER retention signal, similar 
to Sec20 is a membrane glycoprotein 
associated with secretory pathway 

Chro.30424 
 
 
 

4 
 
 
 

405 bp / 
134 AAs no yes 0%    

cgd3_2290 possible domain AAA, ATpase family Chro.20457 4 
393 bp / 
130 AAs no yes 0%    

cgd1_430 
 
 

possible emp24/gp25L/p24 family protein, 
transmembrane domain, trancript detected by 
EST 

Chro.70470 
 
 4 

393 bp / 
130 AAs no yes 0%    

cgd5_4550 hypothetical protein Chro.80514 4 
426 bp / 
141 AAs no yes 0%    

cgd5_570 
 

hypothetical protein, 5 transmembrane domains 
near N-terminus 

Chro.80285 
 4 

408 bp / 
135 AAs no yes 0%    

cgd8_4590 hypothetical protein Chro.10011 4 
675 bp / 
224 AAs no yes 0%    



 
 

 

cgd1_2270 40S ribosomal protein S26 Chro.10099 4 
324 bp / 
107 AAs no yes 0%    

cgd6_1850 
 

anaphase promoting complex subunit 10, 
putative 

Chro.70143 
 4 

441 bp / 
146 AAs no yes 0%    

cgd6_2400 hypothetical protein Chro.30048 4 
355 bp / 
117 AAs no yes 0%    

cgd8_2140 hypothetical protein Chro.60133 5 
312 bp / 
103 AAs no yes 0%    

cgd1_900 hypothetical protein Chro.50153 5 
318 bp / 
105 AAs no yes 0%    

cgd5_3440 hypothetical protein Chro.10387 5 
312 bp / 
103 AAs no yes 0%    

cgd6_4100 hypothetical protein Chro.80087 5 
306 bp / 
101 AAs no yes 0%    

cgd5_4200 transcription initiation factor IIA Chro.80451 5 
336 bp / 
111 AAs no yes 0%    

cgd7_1880 60S ribosomal protein L44 Chro.10216 5 
315 bp / 
104 AAs no yes 0%    

cgd8_1130 hypothetical protein Chro.80542 5 
384 bp / 
127 AAs no yes 0%    

cgd6_5220 cysteine-rich protein with zinc finger Chro.30098 5 
1929 bp / 
642 AAs no yes 0%    

cgd3_3400 
 
 

similar to hypothetical protein, domain with 
limited similarity to a domain RPA14, replication 
protein A (RPA), subunit RPA14 

Chro.60246 
 
 

5 
 
 

333 bp / 
110 AAs no yes 0%    

cgd3_1040 hypothetical protein Chro.70399 5 
345 bp / 
114 AAs no yes 0%    

cgd1_3140 P-loop nucleotide (UMP) kinase Chro.80460 5 
618 bp / 
205 AAs no yes 0%    

cgd1_3560 hypothetical protein Chro.80398 5 
381 bp / 
126 AAs no yes 0%    

cgd4_1260 possible tRNA-INTRON ENDONUCLEASE Chro.40032 5 
477 bp / 
158 AAs no yes 0%    

cgd3_2550 
 
 

hypothetical protein with carboxy terminus motif 
shared with DNA-directed RNA polymerase 
subunit and TFIIS 

Chro.80053 
 
 

5 
 
 

612 bp / 
203 AAs no yes 0%    

cgd3_3890 
 

60S ribosomal protein L30, pelota RNA binding 
domain containing protein 

Chro.40217 
 

5 
 

336 bp / 
111 AAs no yes 0%    

cgd7_1070 
 

snRNP core protein homolog Sm-X5.  SM 
domain containing protein. 

Chro.70451 
 

5 
 

324 bp / 
107 AAs no yes 0%    

cgd8_1710 hypothetical protein Chro.70483 5 
375 bp / 
124 AAs no yes 0%    



 
 

 

cgd7_1870 hypothetical protein Chro.70265 5 
312 bp / 
103 AAs no yes 0%    

cgd7_690 small nuclear ribonucleoprotein Chro.30192 5 
288 bp /   
95 AAs no yes 0%    

cgd4_1250 hypothetical protein Chro.80610 5 
306 bp / 
101 AAs no yes 0%    

cgd4_1500 hypothetical protein Chro.10355 5 
378 bp / 
125 AAs no yes 0%    

cgd4_2030 centromeric histone h3-like protein, cse4 like Chro.80310 5 
297 bp /   
98 AAs no yes 0%    

cgd3_2380 hypothetical protein Chro.30018 5 
366 bp / 
121 AAs no yes 0%    

cgd1_1190 hypothetical protein Chro.70205 5 
324 bp / 
107 AAs no yes 0%    

cgd4_2830 
 

Mra1/NEP1 like protein, involved in pre-rRNA 
processing, adjacent genes putative paralogs 

Chro.80070 
 

5 
 

651 bp / 
216 AAs no yes 0%    

cgd6_4900 acylphosphatase, putative Chro.20235 5 
417 bp / 
138 AAs no yes 0%    

cgd3_2340 hypothetical protein Chro.50232 6 
309 bp / 
102 AAs no yes 0%    

cgd1_300 40S ribosomal protein S21 Chro.80601 6 
243 bp /   
80 AAs no yes 0%    

cgd1_2880 
 
 

13 kda membrane protein subunit 
[cryptosporidium parvum, sporozoites, peptide, 
119 aa], transcript identified by EST 

Chro.40430 
 
 

6 
 
 

234 bp /   
77 AAs no yes 0%    

cgd6_340 hypothetical protein Chro.50342 6 
333 bp / 
110 AAs no yes 0%    

cgd3_1070 synaptobrevin like SNARE Chro.70137 6 
312 bp / 
103 AAs no yes 0%    

cgd8_4560 hypothetical protein Chro.70144 6 
486 bp / 
161 AAs no yes 0%    

cgd3_1420 
 

conserved small protein, transcript identified by 
EST 

Chro.80150 
 6 

231 bp /   
76 AAs no yes 0%    

cgd7_170 hypothetical protein Chro.20017 6 
285 bp /   
94 AAs no yes 0%    

cgd5_470 
 

hypothetical protein, transcripts identified by 
EST 

Chro.30098 
 

6 
 

534 bp / 
177 AAs no yes 0%    

cgd3_2250 
 

60S ribosomal protein L37A, transcripts 
identified by EST 

Chro.80242 
 

6 
 

264 bp /   
87 AAs no yes 0%    

cgd7_3520 hypothetical protein Chro.80114 7 
222 bp /   
73 AAs no yes 0%    

cgd8_3550 hypothetical protein Chro.40249 7 
309 bp / 
102 AAs no yes 0%    



 
 

 

cgd8_4050 ribosomal protein S29 Chro.40360 7 
195 bp /   
64 AAs no yes 0%    

cgd1_3410 
 
 

possible domain similar to DUF392, domain of 
unknown function (DUF392), probable DNA 
replication complex GINS protein PSF2 

Chro.30126 
 
 7 

273 bp /   
90 AAs no yes 0%    

cgd2_620 
 

similar to protein translocation complex beta; 
protein transport protein SEC61 beta subunit 

Chro.50406 
 

7 
 

201 bp /   
66 AAs no yes 0%    

cgd5_1430 hypothetical protein Chro.60269 7 
387 bp / 
128 AAs no yes 0%    

cgd1_3430 hypothetical protein Chro.70011 7 
312 bp / 
103 AAs no yes 0%    

cgd1_3370 
 

similarity to domain KOG2265, KIAA1068 
protein and nuclear distribution protein NUDC 

Chro.20426 
 

7 
 

636 bp / 
211 AAs no yes 0%    

cgd2_2150 hypothetical protein Chro.10022 7 
408 bp / 
135 AAs no yes 0%    

cgd2_320 similar to uncharacterized expressed protein Chro.80073 7 
481 bp / 
159 AAs no yes 0%    

cgd5_280 
 

signal peptide containing protein with 6 
transmembrane domains 

Chro.50351 
 

8 
 

963 bp / 
320 AAs no yes 2% 

0.25 
 

C parvum Iowa II mannose-1-phosphate 
guanylyltransferase cgd2_1770 

cgd4_1810 hypothetical protein Chro.40032 8 
354 bp / 
117 AAs no yes 0%    

cgd7_510 RNA polymerase III subunit C11 Chro.50080 8 
189 bp /   
62 AAs no yes 0%    

cgd3_370 hypothetical protein Chro.40348 8 
315 bp / 
104 AAs no yes 0%    

cgd6_3710 
 

40S ribosomal protein S30, transcripts 
identified be EST 

Chro.40296 
 

8 
 

180 bp /   
59 AAs no yes 0%    

cgd5_4060 
 

protein with N-terminal region ZnF U1 domain, 
similar to U1 snRNP-specific protein 

Chro.80265 
 

8 
 

597 bp / 
198 AAs no yes 0%    

cgd2_140 
 

similar to IMP4 family, transcript identified by 
EST 

Chro.60522 
 

8 
 

321 bp / 
106 AAs no yes 0%    

cgd3_3730 hypothetical protein Chro.30098 8 
369 bp / 
122 AAs no yes 5% 

5.6 
 

C parvum Iowa II RAD1, NH2 terminal 
ERCC4-like helicase domain cgd4_2970 

cgd4_4070 hypothetical protein Chro.20236 9 
315 bp / 
104 AAs no yes 0%    

cgd4_4170 hypothetical protein Chro.40476 9 
462 bp / 
153 AAs no yes 10% 

9e-18 
 

C parvum Iowa II hypothetical protein 
cgd4_4180 

cgd2_3280 

 
 
hypothetical protein Chro.40348 9 

375 bp / 
124 AAs no yes 0%    



 
 

 

�
�
�
�
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cgd4_1750 hypothetical protein Chro.70464 9 
333 bp / 
110 AAs no yes 0%    

cgd2_2870 
 

similar to 40S ribosomal protein S28, no good 
start Met 

Chro.10245 
 

9 
 

207 bp /   
68 AAs no yes 0%    

cgd6_3320 
 

ypothetical protein (user's comment: partially 
encodes an MHC binding peptide) 

Chro.10343 
 

9 
 

321 bp / 
106 AAs no yes 0%    

cgd2_350 
 

60S ribosomal protein L39, transcripts identified 
be EST 

Chro.80185 
 

10 
 

168 bp /   
55 AAs no yes 0%    

cgd3_3810 
 

similar to clathrin adaptor complex, small 
subunit 

Chro.40020 
 

10 
 

420 bp / 
139 AAs no yes 0%    

cgd1_1770 
 

domain similar to KOG3415, putative Rab5-
interacting protein 

Chro.70125 
 

10 
 

288 bp /   
95 AAs no yes 0%    
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                             1                                                         60 
          ch2_cgd2_80    (1) TGATATGTTGATTATAGATACATGTATTGTGAAGTCAATTGTTTCCAGTTTAGCACCAGT 
          ch3_cgd2_80    (1) TGATATGTTGATTATAGATACATGTATTGTGAAGTCAATTGTTTCCAGTTTAGCACCAGT 
          ch4_cgd2_80    (1) TGATATGTTGATTATAGATACATGTATTGTGAAGTCAATTGTTTCCAGTTTAGCACCAGT 
        TU502_cgd2_80    (1) TGATATGTTGATTATAGATACATGTATTGTGAAGTCAATTGTTTCCAGTTTAGCACCAGT 
      rabbit1_cgd2_80    (1) TGATATGTTGATTATAGATACATGTATTGTGAAATCAATTGTTTCCAGTTTAGCACCAGT 
      rabbit2_cgd2_80    (1) TGATATGTTGATTATAGATACATGTATTGTGAAATCAATTGTTTCCAGTTTAGCACCAGT 
      rabbit3_cgd2_80    (1) TGATATGTTGATTATAGATACATGTATTGTGAAATCAATTGTTTCCAGTTTAGCACCAGT 
      rabbit4_cgd2_80    (1) TGATATGTTGATTATAGATACATGTATTGTGAAATCAATTGTTTCCAGTTTAGCACCAGT 
          cp2_cgd2_80    (1) TGATATGTTGATTATAGATACATGTATTGTGAAGTCAATTATTTCCAGTTTAGCACCAGT 
          cp3_cgd2_80    (1) TGATATGTTGATTATAGATACATGTATTGTGAAGTCAATTATTTCCAGTTTAGCACCAGT 
          cp4_cgd2_80    (1) TGATATGTTGATTATAGATACATGTATTGTGAAGTCAATTATTTCCAGTTTAGCACCAGT 
         Iowa_cgd2_80    (1) TGATATGTTGATTATAGATACATGTATTGTGAAGTCAATTATTTCCAGTTTAGCACCAGT 
      Moredun_cgd2_80    (1) TGATATGTTGATTATAGATACATGTATTGTGAAGTCAATTATTTCCAGTTTAGCACCAGT 
          w65_cgd2_80    (1) TGATATGTTGATTATAGATACATGTATTGTGAAGTCAATTATTTCCAGTTTAGCACCAGT 
          w66_cgd2_80    (1) TGATATGTTGATTATAGATACATGTATTGTGAAGTCAATTATTTCCAGTTTAGCACCAGT 
          w67_cgd2_80    (1) TGATATGTTGATTATAGATACATGTATTGTGAAGTCAATTATTTCCAGTTTAGCACCAGT 
          w70_cgd2_80    (1) TGATATGTTGATTATAGATACATGTATTGTGAAGTCAATTATTTCCAGTTTAGCACCAGT 
c.meleagridis_cgd2_80    (1) TGATATGTTGATTATAGATACATGTATTGTGAAGTCAATTATTTCCAGTTTAGCACCAGT 
                             61                                                       120 
          ch2_cgd2_80   (61) ATTGACAATCATAGGTCAGACAATATTTATTGTATATACATTTCCTTATTTTACGCCATT 
          ch3_cgd2_80   (61) ATTGACAATCATAGGTCAGACAATATTTATTGTATATACATTTCCTTATTTTACGCCATT 
          ch4_cgd2_80   (61) ATTGACAATCATAGGTCAGACAATATTTATTGTATATACATTTCCTTATTTTACGCCATT 
        TU502_cgd2_80   (61) ATTGACAATCATAGGTCAGACAATATTTATTGTATATACATTTCCTTATTTTACGCCATT 
      rabbit1_cgd2_80   (61) ATTGACAATCATAGGTCAGACAATATTTATTGTATATACATTTCCTTATTTTACGCCATT 
      rabbit2_cgd2_80   (61) ATTGACAATCATAGGTCAGACAATATTTATTGTATATACATTTCCTTATTTTACGCCATT 
      rabbit3_cgd2_80   (61) ATTGACAATCATAGGTCAGACAATATTTATTGTATATACATTTCCTTATTTTACGCCATT 
      rabbit4_cgd2_80   (61) ATTGACAATCATAGGTCAGACAATATTTATTGTATATACATTTCCTTATTTTACGCCATT 
          cp2_cgd2_80   (61) ATTGACAATCATAGGTCAGACAATATTTATTGTATATACATTTCCTTATTTTACACCATT 
          cp3_cgd2_80   (61) ATTGACAATCATAGGTCAGACAATATTTATTGTATATACATTTCCTTATTTTACACCATT 
          cp4_cgd2_80   (61) ATTGACAATCATAGGTCAGACAATATTTATTGTATATACATTTCCTTATTTTACACCATT 
         Iowa_cgd2_80   (61) ATTGACAATCATAGGTCAGACAATATTTATTGTATATACATTTCCTTATTTTACACCATT 
      Moredun_cgd2_80   (61) ATTGACAATCATAGGTCAGACAATATTTATTGTATATACATTTCCTTATTTTACACCATT 
          w65_cgd2_80   (61) ATTGACAATCATAGGTCAGACAATATTTATTGTATATACATTTCCTTATTTTACACCATT 
          w66_cgd2_80   (61) ATTGACAATCATAGGTCAGACAATATTTATTGTATATACATTTCCTTATTTTACACCATT 
          w67_cgd2_80   (61) ATTGACAATCATAGGTCAGACAATATTTATTGTATATACATTTCCTTATTTTACACCATT 
          w70_cgd2_80   (61) ATTGACAATCATAGGTCAGACAATATTTATTGTATATACATTTCCTTATTTTACACCATT 
c.meleagridis_cgd2_80   (61) ATTGACAATCATAGGTCAGACAATATTTATTGTATATACATTTCCTTATTTTACACCATT 
                             121                                                      180 
          ch2_cgd2_80  (121) TTTTCTTATATGGATAATGCTTATTATAAAACCAATATGTCTCAAATTTATTTCATCTTA 
          ch3_cgd2_80  (121) TTTTCTTATATGGATAATGCTTATTATAAAACCAATATGTCTCAAATTTATTTCATCTTA 
          ch4_cgd2_80  (121) TTTTCTTATATGGATAATGCTTATTATAAAACCAATATGTCTCAAATTTATTTCATCTTA 
        TU502_cgd2_80  (121) TTTTCTTATATGGATAATGCTTATTATAAAACCAATATGTCTCAAATTTATTTCATCTTA 
      rabbit1_cgd2_80  (121) TTTTCTTATATGGATAATGCTTATTATAAAACCAATATGTCTCAAATTTATTTCATCTTA 
      rabbit2_cgd2_80  (121) TTTTCTTATATGGATAATGCTTATTATAAAACCAATATGTCTCAAATTTATTTCATCTTA 
      rabbit3_cgd2_80  (121) TTTTCTTATATGGATAATGCTTATTATAAAACCAATATGTCTCAAATTTATTTCATCTTA 
      rabbit4_cgd2_80  (121) TTTTCTTATATGGATAATGCTTATTATAAAACCAATATGTCTCAAATTTATTTCATCTTA 
          cp2_cgd2_80  (121) TTTTCTTATATGGATAATGCTTATTATAAAGCCGATATGCCTTAAATTTATTTCATCTTA 
          cp3_cgd2_80  (121) TTTTCTTATATGGATAATGCTTATTATAAAGCCGATATGCCTTAAATTTATTTCATCTTA 
          cp4_cgd2_80  (121) TTTTCTTATATGGATAATGCTTATTATAAAGCCGATATGCCTTAAATTTATTTCATCTTA 
         Iowa_cgd2_80  (121) TTTTCTTATATGGATAATGCTTATTATAAAGCCGATATGCCTTAAATTTATTTCATCTTA 
      Moredun_cgd2_80  (121) TTTTCTTATATGGATAATGCTTATTATAAAGCCGATATGCCTTAAATTTATTTCATCTTA 
          w65_cgd2_80  (121) TTTTCTTATATGGATAATGCTTATTATAAAGCCGATATGCCTTAAATTTATTTCATCTTA 
          w66_cgd2_80  (121) TTTTCTTATATGGATAATGCTTATTATAAAGCCGATATGCCTTAAATTTATTTCATCTTA 
          w67_cgd2_80  (121) TTTTCTTATATGGATAATGCTTATTATAAAGCCGATATGCCTTAAATTTATTTCATCTTA 
          w70_cgd2_80  (121) TTTTCTTATATGGATAATGCTTATTATAAAGCCGATATGCCTTAAATTTATTTCATCTTA 
c.meleagridis_cgd2_80  (121) TTTTCTTATATGGATAATGCTTATTATAAAGCCGATATGCCTTAAATTTATTTCATCTTA 
                             181                                                      240 
          ch2_cgd2_80  (181) TAGGGAATATCAGAGGTTTTCAATATCTCTTTTTTCCTCAATATGTGGAATATTTTCTGG 
          ch3_cgd2_80  (181) TAGGGAATATCAGAGGTTTTCAATATCTCTTTTTTCCTCAATATGTGGAATATTTTCTGG 
          ch4_cgd2_80  (181) TAGGGAATATCAGAGGTTTTCAATATCTCTTTTTTCCTCAATATGTGGAATATTTTCTGG 
        TU502_cgd2_80  (181) TAGGGAATATCAGAGGTTTTCAATATCTCTTTTTTCCTCAATATGTGGAATATTTTCTGG 
      rabbit1_cgd2_80  (181) TAGGGAATATCAGAGGTTTTCAATATCTCTTTTTTCCTCAATATGTGGAATATTTTCTGG 
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      rabbit2_cgd2_80  (181) TAGGGAATATCAGAGGTTTTCAATATCTCTTTTTTCCTCAATATGTGGAATATTTTCTGG 
      rabbit3_cgd2_80  (181) TAGGGAATATCAGAGGTTTTCAATATCTCTTTTTTCCTCAATATGTGGAATATTTTCTGG 
      rabbit4_cgd2_80  (181) TAGGGAATATCAGAGGTTTTCAATATCTCTTTTTTCCTCAATATGTGGAATATTTTCTGG 
          cp2_cgd2_80  (181) TAGGGAATATCAGAGGTTTTCAATATCTCTTTTTTCCTCAATATGTGGAATATTTTCTGG 
          cp3_cgd2_80  (181) TAGGGAATATCAGAGGTTTTCAATATCTCTTTTTTCCTCAATATGTGGAATATTTTCTGG 
          cp4_cgd2_80  (181) TAGGGAATATCAGAGGTTTTCAATATCTCTTTTTTCCTCAATATGTGGAATATTTTCTGG 
         Iowa_cgd2_80  (181) TAGGGAATATCAGAGGTTTTCAATATCTCTTTTTTCCTCAATATGTGGAATATTTTCTGG 
      Moredun_cgd2_80  (181) TAGGGAATATCAGAGGTTTTCAATATCTCTTTTTTCCTCAATATGTGGAATATTTTCTGG 
          w65_cgd2_80  (181) TAGGGAATATCAGAGGTTTTCAATATCTCTTTTTTCCTCAATATGTGGAATATTTTCTGG 
          w66_cgd2_80  (181) TAGGGAATATCAGAGGTTTTCAATATCTCTTTTTTCCTCAATATGTGGAATATTTTCTGG 
          w67_cgd2_80  (181) TAGGGAATATCAGAGGTTTTCAATATCTCTTTTTTCCTCAATATGTGGAATATTTTCTGG 
          w70_cgd2_80  (181) TAGGGAATATCAGAGGTTTTCAATATCTCTTTTTTCCTCAATATGTGGAATATTTTCTGG 
c.meleagridis_cgd2_80  (181) TAGGGAATATCAGAGGTTTGCAATATCTCCTTTTTCCTCAATATGTGGAATATTTTCTGG 
                             241 
          ch2_cgd2_80  (241) AACACAGC 
          ch3_cgd2_80  (241) AACACAGC 
          ch4_cgd2_80  (241) AACACAGC 
        TU502_cgd2_80  (241) AACACAGC 
      rabbit1_cgd2_80  (241) AACACAGC 
      rabbit2_cgd2_80  (241) AACACAGC 
      rabbit3_cgd2_80  (241) AACACAGC 
      rabbit4_cgd2_80  (241) AACACAGC 
          cp2_cgd2_80  (241) AACACAGC 
          cp3_cgd2_80  (241) AACACAGC 
          cp4_cgd2_80  (241) AACACAGC 
         Iowa_cgd2_80  (241) AACACAGC 
      Moredun_cgd2_80  (241) AACACAGC 
          w65_cgd2_80  (241) AACACAGC 
          w66_cgd2_80  (241) AACACAGC 
          w67_cgd2_80  (241) AACACAGC 
          w70_cgd2_80  (241) AACACAGC 
c.meleagridis_cgd2_80  (241) AACACAGC 

 
 
 
 
 
 
 
 
 
 
                               1                                                         60 
           ch2_cgd6_200    (1) GGTGTGTCCAACAGGATATACTTTGGATTCAAATAGACAATGCGTTGCTAGAGAGGAGAT 
           ch3_cgd6_200    (1) GGTGTGTCCAACAGGATATACTTTGGATTCAAATAGACAATGCGTTGCTAGAGAGGAGAT 
           ch4_cgd6_200    (1) GGTGTGTCCAACAGGATATACTTTGGATTCAAATAGACAATGCGTTGCTAGAGAGGAGAT 
         TU502_cgd6_200    (1) GGTGTGTCCAACAGGATATACTTTGGATTCAAATAGACAATGCGTTGCTAGAGAGGAGAT 
       rabbit1_cgd6_200    (1) GGTGTGTCCAACAGGATATACTTTGGATTCAAATAGACAATGCGTTGCTAGAGAGGAGAT 
       rabbit2_cgd6_200    (1) GGTGTGTCCAACAGGATATACTTTGGATTCAAATAGACAATGCGTTGCTAGAGAGGAGAT 
       rabbit3_cgd6_200    (1) GGTGTGTCCAACAGGATATACTTTGGATTCAAATAGACAATGCGTTGCTAGAGAGGAGAT 
       rabbit4_cgd6_200    (1) GGTGTGTCCAACAGGATATACTTTGGATTCAAATAGACAATGCGTTGCTAGAGAGGAGAT 
           cp2_cgd6_200    (1) GGTGTGTCCAACAGGATATACTTTGGATTCAAATAGACAATGCGTTGCTAGAGAGGAGAT 
           cp3_cgd6_200    (1) GGTGTGTCCAACAGGATATACTTTGGATTCAAATAGACAATGCGTTGCTAGAGAGGAGAT 
           cp4_cgd6_200    (1) GGTGTGTCCAACAGGATATACTTTGGATTCAAATAGACAATGCGTTGCTAGAGAGGAGAT 
          Iowa_cgd6_200    (1) GGTGTGTCCAACAGGATATACTTTGGATTCAAATAGACAATGCGTTGCTAGAGAGGAGAT 
       Moredun_cgd6_200    (1) GGTGTGTCCAACAGGATATACTTTGGATTCAAATAGACAATGCGTTGCTAGAGAGGAGAT 
           w65_cgd6_200    (1) GGTGTGTCCAACAGGATATACTTTGGATTCAAATAGACAATGCGTTGCTAGAGAGGAGAT 
           w66_cgd6_200    (1) GGTGTGTCCAACAGGATATACTTTGGATTCAAATAGACAATGCGTTGCTAGAGAGGAGAT 
           w67_cgd6_200    (1) GGTGTGTCCAACAGGATATACTTTGGATTCAAATAGACAATGCGTTGCTAGAGAGGAGAT 
           w70_cgd6_200    (1) GGTGTGTCCAACAGGATATACTTTGGATTCAAATAGACAATGCGTTGCTAGAGAGGAGAT 
C. meleagridis_cgd6_200    (1) GGTGTGTCCAACAGGATATACTTTGGATTCAAATAGGCAATGCGTTGCTAGAGAAGAGAT 
                               61                                                       120 
           ch2_cgd6_200   (61) AATGCCAGAAAGAGTCTGCTTGAATGGAGGAGAATTAATGAGTGATTTGAACTGTATGAA 
           ch3_cgd6_200   (61) AATGCCAGAAAGAGTCTGCTTGAATGGAGGAGAATTAATGAGTGATTTGAACTGTATGAA 
           ch4_cgd6_200   (61) AATGCCAGAAAGAGTCTGCTTGAATGGAGGAGAATTAATGAGTGATTTGAACTGTATGAA 
         TU502_cgd6_200   (61) AATGCCAGAAAGAGTCTGCTTGAATGGAGGAGAATTAATGAGTGATTTGAACTGTATGAA 
       rabbit1_cgd6_200   (61) AATGCCAGAAAGAGTCTGCTTGAATGGAGGAGAATTAATGAGTGATTTGAACTGTATGAA 
       rabbit2_cgd6_200   (61) AATGCCAGAAAGAGTCTGCTTGAATGGAGGAGAATTAATGAGTGATTTGAACTGTATGAA 
       rabbit3_cgd6_200   (61) AATGCCAGAAAGAGTCTGCTTGAATGGAGGAGAATTAATGAGTGATTTGAACTGTATGAA 
       rabbit4_cgd6_200   (61) AATGCCAGAAAGAGTCTGCTTGAATGGAGGAGAATTAATGAGTGATTTGAACTGTATGAA 
           cp2_cgd6_200   (61) AATGCCAGAAAGAGTCTGCTTGAATGGAGGAGAATTAATGAGCGATTTTAATTGTATGAA 
           cp3_cgd6_200   (61) AATGCCAGAAAGAGTCTGCTTGAATGGAGGAGAATTAATGAGCGATTTTAATTGTATGAA 
           cp4_cgd6_200   (61) AATGCCAGAAAGAGTCTGCTTGAATGGAGGAGAATTAATGAGCGATTTTAATTGTATGAA 
          Iowa_cgd6_200   (61) AATGCCAGAAAGAGTCTGCTTGAATGGAGGAGAATTAATGAGCGATTTTAATTGTATGAA 
       Moredun_cgd6_200   (61) AATGCCAGAAAGAGTCTGCTTGAATGGAGGAGAATTAATGAGCGATTTTAATTGTATGAA 
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           w65_cgd6_200   (61) AATGCCAGAAAGAGTCTGCTTGAATGGAGGAGAATTAATGAGTGATTTTAATTGTATGAA 
           w66_cgd6_200   (61) AATGCCAGAAAGAGTCTGCTTGAATGGAGGAGAATTAATGAGTGATTTTAATTGTATGAA 
           w67_cgd6_200   (61) AATGCCAGAAAGAGTCTGCTTGAATGGAGGAGAATTAATGAGTGATTTTAATTGTATGAA 
           w70_cgd6_200   (61) AATGCCAGAAAGAGTCTGCTTGAATGGAGGAGAATTAATGAGTGATTTTAATTGTATGAA 
C. meleagridis_cgd6_200   (61) AATGCCAGAAAGAGTCTGCTTGAATGGAGGAGAATTAATGAATGATTTTAATTGTTTGAA 
                               121                                                      180 
           ch2_cgd6_200  (121) GACAACAAACCCAATCATGAAATGTCCAGTGGAATATACATTGGTAGGTGAAAATATGTG 
           ch3_cgd6_200  (121) GACAACAAACCCAATCATGAAATGTCCAGTGGAATATACATTGGTAGGTGAAAATATGTG 
           ch4_cgd6_200  (121) GACAACAAACCCAATCATGAAATGTCCAGTGGAATATACATTGGTAGGTGAAAATATGTG 
         TU502_cgd6_200  (121) GACAACAAACCCAATCATGAAATGTCCAGTGGAATATACATTGGTAGGTGAAAATATGTG 
       rabbit1_cgd6_200  (121) GACAACAAACCCAATCATGAAATGTCCAGTGGAATATACATTGGTAGGTGAAAATATGTG 
       rabbit2_cgd6_200  (121) GACAACAAACCCAATCATGAAATGTCCAGTGGAATATACATTGGTAGGTGAAAATATGTG 
       rabbit3_cgd6_200  (121) GACAACAAACCCAATCATGAAATGTCCAGTGGAATATACATTGGTAGGTGAAAATATGTG 
       rabbit4_cgd6_200  (121) GACAACAAACCCAATCATGAAATGTCCAGTGGAATATACATTGGTAGGTGAAAATATGTG 
           cp2_cgd6_200  (121) GACAACAAACCCAATCATGAAATGTCCAGTGGAATATACATTGGTAGGTGAAAATATGTG 
           cp3_cgd6_200  (121) GACAACAAACCCAATCATGAAATGTCCAGTGGAATATACATTGGTAGGTGAAAATATGTG 
           cp4_cgd6_200  (121) GACAACAAACCCAATCATGAAATGTCCAGTGGAATATACATTGGTAGGTGAAAATATGTG 
          Iowa_cgd6_200  (121) GACAACAAACCCAATCATGAAATGTCCAGTGGAATATACATTGGTAGGTGAAAATATGTG 
       Moredun_cgd6_200  (121) GACAACAAACCCAATCATGAAATGTCCAGTGGAATATACATTGGTAGGTGAAAATATGTG 
           w65_cgd6_200  (121) GACAACAAACCCAATCATGAAATGTCCAGTGGAATATACATTGGTAGGTGAAAATATGTG 
           w66_cgd6_200  (121) GACAACAAACCCAATCATGAAATGTCCAGTGGAATATACATTGGTAGGTGAAAATATGTG 
           w67_cgd6_200  (121) GACAACAAACCCAATCATGAAATGTCCAGTGGAATATACATTGGTAGGTGAAAATATGTG 
           w70_cgd6_200  (121) GACAACAAACCCAATCATGAAATGTCCAGTGGAATATACATTGGTAGGTGAAAATATGTG 
C. meleagridis_cgd6_200  (121) GACAACAAACCCAATAATGAAATGCCCAGTAGAATATACATTGGTAGGTGAAAATATGTG 
                               181                                                      240 
           ch2_cgd6_200  (181) TCAAAAGAATGTTGAGATCGATCCAGTTGCTGTATGCCCATCAGGATTTACTTTAACTGA 
           ch3_cgd6_200  (181) TCAAAAGAATGTTGAGATCGATCCAGTTGCTGTATGCCCATCAGGATTTACTTTAACTGA 
           ch4_cgd6_200  (181) TCAAAAGAATGTTGAGATCGATCCAGTTGCTGTATGCCCATCAGGATTTACTTTAACTGA 
         TU502_cgd6_200  (181) TCAAAAGAATGTTGAGATCGATCCAGTTGCTGTATGCCCATCAGGATTTACTTTAACTGA 
       rabbit1_cgd6_200  (181) TCAAAAGAATGTTGAGATCGATCCAGTTGCTGTATGCCCATCAGGATTTACTTTAACTGA 
       rabbit2_cgd6_200  (181) TCAAAAGAATGTTGAGATCGATCCAGTTGCTGTATGCCCATCAGGATTTACTTTAACTGA 
       rabbit3_cgd6_200  (181) TCAAAAGAATGTTGAGATCGATCCAGTTGCTGTATGCCCATCAGGATTTACTTTAACTGA 
       rabbit4_cgd6_200  (181) TCAAAAGAATGTTGAGATCGATCCAGTTGCTGTATGCCCATCAGGATTTACTTTAACTGA 
           cp2_cgd6_200  (181) TCAAAAGAATGTTGAGATCGACCCAGTTGCTGTATGCCCATCAGGATTTACTTTAACTGA 
           cp3_cgd6_200  (181) TCAAAAGAATGTTGAGATCGACCCAGTTGCTGTATGCCCATCAGGATTTACTTTAACTGA 
           cp4_cgd6_200  (181) TCAAAAGAATGTTGAGATCGACCCAGTTGCTGTATGCCCATCAGGATTTACTTTAACTGA 
          Iowa_cgd6_200  (181) TCAAAAGAATGTTGAGATCGACCCAGTTGCTGTATGCCCATCAGGATTTACTTTAACTGA 
       Moredun_cgd6_200  (181) TCAAAAGAATGTTGAGATCGACCCAGTTGCTGTATGCCCATCAGGATTTACTTTAACTGA 
           w65_cgd6_200  (181) TCAAAAGAATGTTGAGATCGACCCAGTTGCTGTATGCCCATCAGGATTTACTTTAACTGA 
           w66_cgd6_200  (181) TCAAAAGAATGTTGAGATCGACCCAGTTGCTGTATGCCCATCAGGATTTACTTTAACTGA 
           w67_cgd6_200  (181) TCAAAAGAATGTTGAGATCGACCCAGTTGCTGTATGCCCATCAGGATTTACTTTAACTGA 
           w70_cgd6_200  (181) TCAAAAGAATGTTGAGATCGACCCAGTTGCTGTATGCCCATCAGGATTTACTTTAACTGA 
C. meleagridis_cgd6_200  (181) TCAAAAGAATGTTGAGATCGATCCAGTTGCTGTTTGCCCATCAGGATTCACTTTAACTGA 
                               241                                                      300 
           ch2_cgd6_200  (241) CGGTCAAATGTGCAGCGGCTCAAAAACTGTTGCACCCATCAAGAAATGTATGCAAGGAGT 
           ch3_cgd6_200  (241) CGGTCAAATGTGCAGCGGCTCAAAAACTGTTGCACCCATCAAGAAATGTATGCAAGGAGT 
           ch4_cgd6_200  (241) CGGTCAAATGTGCAGCGGCTCAAAAACTGTTGCACCCATCAAGAAATGTATGCAAGGAGT 
         TU502_cgd6_200  (241) CGGTCAAATGTGCAGCGGCTCAAAAACTGTTGCACCCATCAAGAAATGTATGCAAGGAGT 
       rabbit1_cgd6_200  (241) CGGTCAAATGTGCAGTGGCTCAAAAACTGTTGCACCCATCAAGAAATGTATGCAAGGAGT 
       rabbit2_cgd6_200  (241) CGGTCAAATGTGCAGTGGCTCAAAAACTGTTGCACCCATCAAGAAATGTATGCAAGGAGT 
       rabbit3_cgd6_200  (241) CGGTCAAATGTGCAGTGGCTCAAAAACTGTTGCACCCATCAAGAAATGTATGCAAGGAGT 
       rabbit4_cgd6_200  (241) CGGTCAAATGTGCAGTGGCTCAAAAACTGTTGCACCCATCAAGAAATGTATGCAAGGAGT 
           cp2_cgd6_200  (241) CGGTCAAATGTGCAGTGGCTCAAAGACTGTTGCACCAATCAAGAAATGTATGCAAGGAGT 
           cp3_cgd6_200  (241) CGGTCAAATGTGCAGTGGCTCAAAGACTGTTGCACCAATCAAGAAATGTATGCAAGGAGT 
           cp4_cgd6_200  (241) CGGTCAAATGTGCAGTGGCTCAAAGACTGTTGCACCAATCAAGAAATGTATGCAAGGAGT 
          Iowa_cgd6_200  (241) CGGTCAAATGTGCAGTGGCTCAAAGACTGTTGCACCAATCAAGAAATGTATGCAAGGAGT 
       Moredun_cgd6_200  (241) CGGTCAAATGTGCAGTGGCTCAAAGACTGTTGCACCAATCAAGAAATGTATGCAAGGAGT 
           w65_cgd6_200  (241) CGGTCAAATGTGCAGTGGCTCAAAGACTGTTGCACCAATCAAGAAATGTATGCAAGGAGT 
           w66_cgd6_200  (241) CGGTCAAATGTGCAGTGGCTCAAAGACTGTTGCACCAATCAAGAAATGTATGCAAGGAGT 
           w67_cgd6_200  (241) CGGTCAAATGTGCAGTGGCTCAAAGACTGTTGCACCAATCAAGAAATGTATGCAAGGAGT 
           w70_cgd6_200  (241) CGGTCAAATGTGCAGTGGCTCAAAGACTGTTGCACCAATCAAGAAATGTATGCAAGGAGT 
C. meleagridis_cgd6_200  (241) CGGTCAAATGTGCAGTGGTTCAAAGACTGTTGCACCAATCAAGAAATGTATGCAAGGAGT 
                               301                                                      360 
           ch2_cgd6_200  (301) TTTAAATGAAATGCAAACTGAATGTATCTTACAAAAGAGTGTATCCCCAATTAGTACCTG 
           ch3_cgd6_200  (301) TTTAAATGAAATGCAAACTGAATGTATCTTACAAAAGAGTGTATCCCCAATTAGTACCTG 
           ch4_cgd6_200  (301) TTTAAATGAAATGCAAACTGAATGTATCTTACAAAAGAGTGTATCCCCAATTAGTACCTG 
         TU502_cgd6_200  (301) TTTAAATGAAATGCAAACTGAATGTATCTTACAAAAGAGTGTATCCCCAATTAGTACCTG 
       rabbit1_cgd6_200  (301) TTTAAATGAAATGCAAACTGAATGTATCTTACAAAAGAGTGTATCCCCAATTAGTACCTG 
       rabbit2_cgd6_200  (301) TTTAAATGAAATGCAAACTGAATGTATCTTACAAAAGAGTGTATCCCCAATTAGTACCTG 
       rabbit3_cgd6_200  (301) TTTAAATGAAATGCAAACTGAATGTATCTTACAAAAGAGTGTATCCCCAATTAGTACCTG 
       rabbit4_cgd6_200  (301) TTTAAATGAAATGCAAACTGAATGTATCTTACAAAAGAGTGTATCCCCAATTAGTACCTG 
           cp2_cgd6_200  (301) TTTAAATGAAATGCAAAATGAATGTATCTTACAAAAGAGTGTATCCCCAATTAGTACCTG 
           cp3_cgd6_200  (301) TTTAAATGAAATGCAAAATGAATGTATCTTACAAAAGAGTGTATCCCCAATTAGTACCTG 
           cp4_cgd6_200  (301) TTTAAATGAAATGCAAAATGAATGTATCTTACAAAAGAGTGTATCCCCAATTAGTACCTG 
          Iowa_cgd6_200  (301) TTTAAATGAAATGCAAAATGAATGTATCTTACAAAAGAGTGTATCCCCAATTAGTACCTG 
       Moredun_cgd6_200  (301) TTTAAATGAAATGCAAAATGAATGTATCTTACAAAAGAGTGTATCCCCAATTAGTACCTG 
           w65_cgd6_200  (301) TTTAAATGAAATGCAAAATGAATGTATCTTACAAAAGAGTGTATCCCCAATTAGTACCTG 
           w66_cgd6_200  (301) TTTAAATGAAATGCAAAATGAATGTATCTTACAAAAGAGTGTATCCCCAATTAGTACCTG 
           w67_cgd6_200  (301) TTTAAATGAAATGCAAAATGAATGTATCTTACAAAAGAGTGTATCCCCAATTAGTACCTG 
           w70_cgd6_200  (301) TTTAAATGAAATGCAAAATGAATGTATCTTACAAAAGAGTGTATCCCCAATTAGTACCTG 
C. meleagridis_cgd6_200  (301) C TTAAATGAAATGCAAACAGAATGCATCTTGCAAAAGAGTGTATCCCCAATTAGTACCTG 
                               361                                                      420 
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           ch2_cgd6_200  (361) TCCATCACCTGATTTCACTTTAGTTAGTAATGAAAGATGTGTAAGAGAAGTTTTATATGA 
           ch3_cgd6_200  (361) TCCATCACCTGATTTCACTTTAGTTAGTAATGAAAGATGTGTAAGAGAAGTTTTATATGA 
           ch4_cgd6_200  (361) TCCATCACCTGATTTCACTTTAGTTAGTAATGAAAGATGTGTAAGAGAAGTTTTATATGA 
         TU502_cgd6_200  (361) TCCATCACCTGATTTCACTTTAGTTAGTAATGAAAGATGTGTAAGAGAAGTTTTATATGA 
       rabbit1_cgd6_200  (361) TCCATCACCTGATTTCACTTTAGTTAGTAATGAAAGATGTGTAAGAGAAGTTTTATATGA 
       rabbit2_cgd6_200  (361) TCCATCACCTGATTTCACTTTAGTTAGTAATGAAAGATGTGTAAGAGAAGTTTTATATGA 
       rabbit3_cgd6_200  (361) TCCATCACCTGATTTCACTTTAGTTAGTAATGAAAGATGTGTAAGAGAAGTTTTATATGA 
       rabbit4_cgd6_200  (361) TCCATCACCTGATTTCACTTTAGTTAGTAATGAAAGATGTGTAAGAGAAGTTTTATATGA 
           cp2_cgd6_200  (361) TCCATCACCTGATTTCACTTTAGTTAGTAATGAAAGATGTGTAAGAGAAGTTTTATATGA 
           cp3_cgd6_200  (361) TCCATCACCTGATTTCACTTTAGTTAGTAATGAAAGATGTGTAAGAGAAGTTTTATATGA 
           cp4_cgd6_200  (361) TCCATCACCTGATTTCACTTTAGTTAGTAATGAAAGATGTGTAAGAGAAGTTTTATATGA 
          Iowa_cgd6_200  (361) TCCATCACCTGATTTCACTTTAGTTAGTAATGAAAGATGTGTAAGAGAAGTTTTATATGA 
       Moredun_cgd6_200  (361) TCCATCACCTGATTTCACTTTAGTTAGTAATGAAAGATGTGTAAGAGAAGTTTTATATGA 
           w65_cgd6_200  (361) TCCATCACCTGATTTCACTTTAGTTAGTAATGAAAGATGTGTAAGAGAAGTTTTATATGA 
           w66_cgd6_200  (361) TCCATCACCTGATTTCACTTTAGTTAGTAATGAAAGATGTGTAAGAGAAGTTTTATATGA 
           w67_cgd6_200  (361) TCCATCACCTGATTTCACTTTAGTTAGTAATGAAAGATGTGTAAGAGAAGTTTTATATGA 
           w70_cgd6_200  (361) TCCATCACCTGATTTCACTTTAGTTAGTAATGAAAGATGTGTAAGAGAAGTTTTATATGA 
C. meleagridis_cgd6_200  (361) TCCATCACCTGATTTCACTTTAGTTAGTAATGAAAGATGTGTAAGAGAAGTTTTATATGA 

 
 
 
 
 
 
 
 
 
 
 
 
 
 
                               1                                                         60 
          ch2_cgd8_2370    (1) ACGGAAATTGGAATTGAATTTGAATTCCATATTACTAACAAGGCGAATCTGGAAACAGCA 
          ch3_cgd8_2370    (1) ACGGAAATTGGAATTGAATTTGAATTCCATATTACTAACAAGGCGAATCTGGAAACAGCA 
          ch4_cgd8_2370    (1) ACGGAAATTGGAATTGAATTTGAATTCCATATTACTAACAAGGCGAATCTGGAAACAGCA 
        TU502_cgd8_2370    (1) ACGGAAATTGGAATTGAATTTGAATTCCATATTACTAACAAGGCGAATCTGGAAACAGCA 
      rabbit1_cgd8_2370    (1) ACGGAAATTGGAATTGAATTTGAATTCCATATTACTAACAAGGCGAATCTGGAAACAGCA 
      rabbit2_cgd8_2370    (1) ACGGAAATTGGAATTGAATTTGAATTCCATATTACTAACAAGGCGAATCTGGAAACAGCA 
      rabbit3_cgd8_2370    (1) ACGGAAATTGGAATTGAATTTGAATTCCATATTACTAACAAGGCGAATCTGGAAACAGCA 
      rabbit4_cgd8_2370    (1) ACGGAAATTGGAATTGAATTTGAATTCCATATTACTAACAAGGCGAATCTGGAAACAGCA 
          cp2_cgd8_2370    (1) ACGGAAATTGGAATTGAATTTGAATTCCATATTACTAACAAGGCGAATCTGGAAACAGCA 
          cp3_cgd8_2370    (1) ACGGAAATTGGAATTGAATTTGAATTCCATATTACTAACAAGGCGAATCTGGAAACAGCA 
          cp4_cgd8_2370    (1) ACGGAAATTGGAATTGAATTTGAATTCCATATTACTAACAAGGCGAATCTGGAAACAGCA 
         Iowa_cgd8_2370    (1) ACGGAAATTGGAATTGAATTTGAATTCCATATTACTAACAAGGCGAATCTGGAAACAGCA 
      Moredun_cgd8_2370    (1) ACGGAAATTGGAATTGAATTTGAATTCCATATTACTAACAAGGCGAATCTGGAAACAGCA 
          w65_cgd8_2370    (1) ACGGAAATTGGAATTGAATTTGAATTCCATATTACTAACAAGGCGAATCTGGAAACAGCA 
          w66_cgd8_2370    (1) ACGGAAATTGGAATTGAATTTGAATTCCATATTACTAACAAGGCGAATCTGGAAACAGCA 
          w67_cgd8_2370    (1) ACGGAAATTGGAATTGAATTTGAATTCCATATTACTAACAAGGCGAATCTGGAAACAGCA 
          w70_cgd8_2370    (1) ACGGAAATTGGAATTGAATTTGAATTCCATATTACTAACAAGGCGAATCTGGAAACAGCA 
c.meleagridis_cgd8_2370    (1) ACGGAAATTGGAATTGAATTTGAGTTCCATATTGCTAAAAAGGCGAATCTGGAAACAGCA 
                               61                                                       120 
          ch2_cgd8_2370   (61) AAATGCGTAGTTTTTGTAACTGAAGAAGAGAGAACGCTTCTAGCAGGATTAGGAGCTGCT 
          ch3_cgd8_2370   (61) AAATGCGTAGTTTTTGTAACTGAAGAAGAGAGAACGCTTCTAGCAGGATTAGGAGCTGCT 
          ch4_cgd8_2370   (61) AAATGCGTAGTTTTTGTAACTGAAGAAGAGAGAACGCTTCTAGCAGGATTAGGAGCTGCT 
        TU502_cgd8_2370   (61) AAATGCGTAGTTTTTGTAACTGAAGAAGAGAGAACGCTTCTAGCAGGATTAGGAGCTGCT 
      rabbit1_cgd8_2370   (61) AAATGCGTAGTATTTGTAACTGAAGAAGAGAGAACGCTTCTCGCAGGATTAGGAGCTGCT 
      rabbit2_cgd8_2370   (61) AAATGCGTAGTATTTGTAACTGAAGAAGAGAGAACGCTTCTCGCAGGATTAGGAGCTGCT 
      rabbit3_cgd8_2370   (61) AAATGCGTAGTATTTGTAACTGAAGAAGAGAGAACGCTTCTCGCAGGATTAGGAGCTGCT 
      rabbit4_cgd8_2370   (61) AAATGCGTAGTATTTGTAACTGAAGAAGAGAGAACGCTTCTCGCAGGATTAGGAGCTGCT 
          cp2_cgd8_2370   (61) AAATGCGTAGTTTTTGTAACTGAAGAAGAGAGAACGCTTCTCGCAGGATTAGGAGCTGCT 
          cp3_cgd8_2370   (61) AAATGCGTAGTTTTTGTAACTGAAGAAGAGAGAACGCTTCTCGCAGGATTAGGAGCTGCT 
          cp4_cgd8_2370   (61) AAATGCGTAGTTTTTGTAACTGAAGAAGAGAGAACGCTTCTCGCAGGATTAGGAGCTGCT 
         Iowa_cgd8_2370   (61) AAATGCGTAGTTTTTGTAACTGAAGAAGAGAGAACGCTTCTCGCAGGATTAGGAGCTGCT 
      Moredun_cgd8_2370   (61) AAATGCGTAGTTTTTGTAACTGAAGAAGAGAGAACGCTTCTCGCAGGATTAGGAGCTGCT 
          w65_cgd8_2370   (61) AAATGCGTAGTTTTTGTAACTGAAGAAGAGAGAACGCTTCTCGCAGGATTAGGAGCTGCT 
          w66_cgd8_2370   (61) AAATGCGTAGTTTTTGTAACTGAAGAAGAGAGAACGCTTCTCGCAGGATTAGGAGCTGCT 
          w67_cgd8_2370   (61) AAATGCGTAGTTTTTGTAACTGAAGAAGAGAGAACGCTTCTCGCAGGATTAGGAGCTGCT 
          w70_cgd8_2370   (61) AAATGCGTAGTTTTTGTAACTGAAGAAGAGAGAACGCTTCTCGCAGGATTAGGAGCTGCT 
c.meleagridis_cgd8_2370   (61) AAATGCGTAGTTTTTGTAACTGAAGAAGAGAGAACACTTCTCGCGGGATTAGGAGCTGCT 
                               121                                                      180 
          ch2_cgd8_2370  (121) AAGGAATATTCAATTACCACTTTTGAGTCAGAAAATATTCAACATGCTTTAAAGACCGCA 
          ch3_cgd8_2370  (121) AAGGAATATTCAATTACCACTTTTGAGTCAGAAAATATTCAACATGCTTTAAAGACCGCA 
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          ch4_cgd8_2370  (121) AAGGAATATTCAATTACCACTTTTGAGTCAGAAAATATTCAACATGCTTTAAAGACCGCA 
        TU502_cgd8_2370  (121) AAGGAATATTCGATTACCACTTTTGAGTCAGAAAATATTCAACATGCTTTAAAGACCGCA 
      rabbit1_cgd8_2370  (121) AAGGAATATTCGATTACCACTTTTGAGTCAGAAAATATTCAACATGCTTTAAAGACCGCA 
      rabbit2_cgd8_2370  (121) AAGGAATATTCGATTACCACTTTTGAGTCAGAAAATATTCAACATGCTTTAAAGACCGCA 
      rabbit3_cgd8_2370  (121) AAGGAATATTCGATTACCACTTTTGAGTCAGAAAATATTCAACATGCTTTAAAGACCGCA 
      rabbit4_cgd8_2370  (121) AAGGAATATTCGATTACCACTTTTGAGTCAGAAAATATTCAACATGCTTTAAAGACCGCA 
          cp2_cgd8_2370  (121) AAGGAATATTCGATTACCACTTTTGAGTCAGAAAATATTCAACATGCTTTAAAGACCGCA 
          cp3_cgd8_2370  (121) AAGGAATATTCGATTACCACTTTTGAGTCAGAAAATATTCAACATGCTTTAAAGACCGCA 
          cp4_cgd8_2370  (121) AAGGAATATTCGATTACCACTTTTGAGTCAGAAAATATTCAACATGCTTTAAAGACCGCA 
         Iowa_cgd8_2370  (121) AAGGAATATTCGATTACCACTTTTGAGTCAGAAAATATTCAACATGCTTTAAAGACCGCA 
      Moredun_cgd8_2370  (121) AAGGAATATTCGATTACCACTTTTGAGTCAGAAAATATTCAACATGCTTTAAAGACCGCA 
          w65_cgd8_2370  (121) AAGGAATATTCGATTACCACTTTTGAGTCAGAAAATATTCAACATGCTTTAAAGACCGCA 
          w66_cgd8_2370  (121) AAGGAATATTCGATTACCACTTTTGAGTCAGAAAATATTCAACATGCTTTAAAGACCGCA 
          w67_cgd8_2370  (121) AAGGAATATTCGATTACCACTTTTGAGTCAGAAAATATTCAACATGCTTTAAAGACCGCA 
          w70_cgd8_2370  (121) AAGGAATATTCGATTACCACTTTTGAGTCAGAAAATATTCAACATGCTTTAAAGACCGCA 
c.meleagridis_cgd8_2370  (121) AAGGAATATTCTATTTCCACTTTTGAGTCAGAAAAGATTCAAAATGCTTTAAAGACCGCA 
                               181                                                      240 
          ch2_cgd8_2370  (181) AATATATTCGCAACAAGTGGATTCTTTGTTGAAGTTTGTTTCCAGGCAATTCTTAAATCT 
          ch3_cgd8_2370  (181) AATATATTCGCAACAAGTGGATTCTTTGTTGAAGTTTGTTTCCAGGCAATTCTTAAATCT 
          ch4_cgd8_2370  (181) AATATATTCGCAACAAGTGGATTCTTTGTTGAAGTTTGTTTCCAGGCAATTCTTAAATCT 
        TU502_cgd8_2370  (181) AATATATTCGCAACAAGTGGATTCTTTGTTGAAGTTTGTTTCCAGGCAATTCTTAAATCT 
      rabbit1_cgd8_2370  (181) AATATATTCGCAACAAGTGGATTCTTTGTTGAAGTTTGTTTCCAGGCAATTCTTAAATCT 
      rabbit2_cgd8_2370  (181) AATATATTCGCAACAAGTGGATTCTTTGTTGAAGTTTGTTTCCAGGCAATTCTTAAATCT 
      rabbit3_cgd8_2370  (181) AATATATTCGCAACAAGTGGATTCTTTGTTGAAGTTTGTTTCCAGGCAATTCTTAAATCT 
      rabbit4_cgd8_2370  (181) AATATATTCGCAACAAGTGGATTCTTTGTTGAAGTTTGTTTCCAGGCAATTCTTAAATCT 
          cp2_cgd8_2370  (181) AATATATTCGCAACAAGTGGATTCTTTGTTGAAGTTTGTTTCCAGGCAATTCTTAAATCT 
          cp3_cgd8_2370  (181) AATATATTCGCAACAAGTGGATTCTTTGTTGAAGTTTGTTTCCAGGCAATTCTTAAATCT 
          cp4_cgd8_2370  (181) AATATATTCGCAACAAGTGGATTCTTTGTTGAAGTTTGTTTCCAGGCAATTCTTAAATCT 
         Iowa_cgd8_2370  (181) AATATATTCGCAACAAGTGGATTCTTTGTTGAAGTTTGTTTCCAGGCAATTCTTAAATCT 
      Moredun_cgd8_2370  (181) AATATATTCGCAACAAGTGGATTCTTTGTTGAAGTTTGTTTCCAGGCAATTCTTAAATCT 
          w65_cgd8_2370  (181) AATATATTCGCAACAAGTGGATTCTTTGTTGAAGTTTGTTTCCAGGCAATTCTTAAATCT 
          w66_cgd8_2370  (181) AATATATTCGCAACAAGTGGATTCTTTGTTGAAGTTTGTTTCCAGGCAATTCTTAAATCT 
          w67_cgd8_2370  (181) AATATATTCGCAACAAGTGGATTCTTTGTTGAAGTTTGTTTCCAGGCAATTCTTAAATCT 
          w70_cgd8_2370  (181) AATATATTCGCAACAAGTGGATTCTTTGTTGAAGTTTGTTTCCAGGCAATTCTTAAATCT 
c.meleagridis_cgd8_2370  (181) AGTATATTCGCAACAAGTGGATTCTTTGTTGAAGTTTGTTTCCAGGCAATTCTTAAATCT 
                               241                                                      300 
          ch2_cgd8_2370  (241) GCTCAATATATTCATCAATTTAGATCTAACGAATGTTCTTTTGTATTTGGACTTTCAGCT 
          ch3_cgd8_2370  (241) GCTCAATATATTCATCAATTTAGATCTAACGAATGTTCTTTTGTATTTGGACTTTCAGCT 
          ch4_cgd8_2370  (241) GCTCAATATATTCATCAATTTAGATCTAACGAATGTTCTTTTGTATTTGGACTTTCAGCT 
        TU502_cgd8_2370  (241) GCTCAATATATTCATCAATTTAGATCTAACGAATGTTCTTTTGTATTTGGACTTTCAGCT 
      rabbit1_cgd8_2370  (241) GCTCAATATATTCATCAATTTAGATCTAACGAATGTTCTTTTGTATTTGGACTTTCAGCT 
      rabbit2_cgd8_2370  (241) GCTCAATATATTCATCAATTTAGATCTAACGAATGTTCTTTTGTATTTGGACTTTCAGCT 
      rabbit3_cgd8_2370  (241) GCTCAATATATTCATCAATTTAGATCTAACGAATGTTCTTTTGTATTTGGACTTTCAGCT 
      rabbit4_cgd8_2370  (241) GCTCAATATATTCATCAATTTAGATCTAACGAATGTTCTTTTGTATTTGGACTTTCAGCT 
          cp2_cgd8_2370  (241) GCTCAATATATTCATCAATTTAGATCTAACGAATGTTCATTTGTATTTGGACTTTCAGCT 
          cp3_cgd8_2370  (241) GCTCAATATATTCATCAATTTAGATCTAACGAATGTTCATTTGTATTTGGACTTTCAGCT 
          cp4_cgd8_2370  (241) GCTCAATATATTCATCAATTTAGATCTAACGAATGTTCATTTGTATTTGGACTTTCAGCT 
         Iowa_cgd8_2370  (241) GCTCAATATATTCATCAATTTAGATCTAACGAATGTTCATTTGTATTTGGACTTTCAGCT 
      Moredun_cgd8_2370  (241) GCTCAATATATTCATCAATTTAGATCTAACGAATGTTCATTTGTATTTGGACTTTCAGCT 
          w65_cgd8_2370  (241) GCTCAATATATTCATCAATTTAGATCTAACGAATGTTCATTTGTATTTGGGCTTTCAGCT 
          w66_cgd8_2370  (241) GCTCAATATATTCATCAATTTAGATCTAACGAATGTTCATTTGTATTTGGGCTTTCAGCT 
          w67_cgd8_2370  (241) GCTCAATATATTCATCAATTTAGATCTAACGAATGTTCATTTGTATTTGGGCTTTCAGCT 
          w70_cgd8_2370  (241) GCTCAATATATTCATCAATTTAGATCTAACGAATGTTCATTTGTATTTGGGCTTTCAGCT 
c.meleagridis_cgd8_2370  (241) GCTCAATATATTCATCAATTCAGGTCTGACGAATGTTCCTTTGTGTTCGGACTTTCAGCT 
                               301                                                      360 
          ch2_cgd8_2370  (301) ACTTATATTCCGGAAAAGTATATGAATGAGTTATTCCAACTTCTACCAATGATTGATTAT 
          ch3_cgd8_2370  (301) ACTTATATTCCGGAAAAGTATATGAATGAGTTATTCCAACTTCTACCAATGATTGATTAT 
          ch4_cgd8_2370  (301) ACTTATATTCCGGAAAAGTATATGAATGAGTTATTCCAACTTCTACCAATGATTGATTAT 
        TU502_cgd8_2370  (301) ACTTATATTCCGGAAAAGTATATGAATGAGTTATTCCAACTTCTACCAATGATTGATTAT 
      rabbit1_cgd8_2370  (301) ACTTATATTCCGGAAAAGTATATGAATGAGTTATTCCAACTTCTACCAATGATTGATTAT 
      rabbit2_cgd8_2370  (301) ACTTATATTCCGGAAAAGTATATGAATGAGTTATTCCAACTTCTACCAATGATTGATTAT 
      rabbit3_cgd8_2370  (301) ACTTATATTCCGGAAAAGTATATGAATGAGTTATTCCAACTTCTACCAATGATTGATTAT 
      rabbit4_cgd8_2370  (301) ACTTATATTCCGGAAAAGTATATGAATGAGTTATTCCAACTTCTACCAATGATTGATTAT 
          cp2_cgd8_2370  (301) ACTTATATTCCAGAAAAGTATATGAATGAGTTATTCCAACTTCTACCAATGATTGATTAT 
          cp3_cgd8_2370  (301) ACTTATATTCCAGAAAAGTATATGAATGAGTTATTCCAACTTCTACCAATGATTGATTAT 
          cp4_cgd8_2370  (301) ACTTATATTCCAGAAAAGTATATGAATGAGTTATTCCAACTTCTACCAATGATTGATTAT 
         Iowa_cgd8_2370  (301) ACTTATATTCCAGAAAAGTATATGAATGAGTTATTCCAACTTCTACCAATGATTGATTAT 
      Moredun_cgd8_2370  (301) ACTTATATTCCAGAAAAGTATATGAATGAGTTATTCCAACTTCTACCAATGATTGATTAT 
          w65_cgd8_2370  (301) ACTTATATTCCAGAAAAGTATATGAATGAGTTATTCCAACTTCTACCAATGATTGATTAT 
          w66_cgd8_2370  (301) ACTTATATTCCAGAAAAGTATATGAATGAGTTATTCCAACTTCTACCAATGATTGATTAT 
          w67_cgd8_2370  (301) ACTTATATTCCAGAAAAGTATATGAATGAGTTATTCCAACTTCTACCAATGATTGATTAT 
          w70_cgd8_2370  (301) ACTTATATTCCAGAAAAGTATATGAATGAGTTATTCCAACTTCTACCAATGATTGATTAT 
c.meleagridis_cgd8_2370  (301) ACTTATATTCCAGAAAAGTATATAAATGAGTTAATTCAACTTTTTCCAATGATTGACTAT 
                               361                                                      420 
          ch2_cgd8_2370  (361) ATCATTGGAAACCAAGAAGAATTTGTCTCTTTATATAAAAGTATCAACAATATTCTTCAA 
          ch3_cgd8_2370  (361) ATCATTGGAAACCAAGAAGAATTTGTCTCTTTATATAAAAGTATCAACAATATTCTTCAA 
          ch4_cgd8_2370  (361) ATCATTGGAAACCAAGAAGAATTTGTCTCTTTATATAAAAGTATCAACAATATTCTTCAA 
        TU502_cgd8_2370  (361) ATCATTGGAAACCAAGAAGAATTTGTCTCTTTATATAAAAGTATCAACAATATTCTTCAA 
      rabbit1_cgd8_2370  (361) ATCATTGGAAACCAAGAAGAATTTGTCTCTTTATATAAAAGTATCAACAATATTCTTCAA 
      rabbit2_cgd8_2370  (361) ATCATTGGAAACCAAGAAGAATTTGTCTCTTTATATAAAAGTATCAACAATATTCTTCAA 
      rabbit3_cgd8_2370  (361) ATCATTGGAAACCAAGAAGAATTTGTCTCTTTATATAAAAGTATCAACAATATTCTTCAA 
      rabbit4_cgd8_2370  (361) ATCATTGGAAACCAAGAAGAATTTGTCTCTTTATATAAAAGTATCAACAATATTCTTCAA 
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          cp2_cgd8_2370  (361) ATCATTGGAAACCAAGAAGAATTTGTCTCTTTATATAAAAGTATCAACAATATCCTTCAA 
          cp3_cgd8_2370  (361) ATCATTGGAAACCAAGAAGAATTTGTCTCTTTATATAAAAGTATCAACAATATCCTTCAA 
          cp4_cgd8_2370  (361) ATCATTGGAAACCAAGAAGAATTTGTCTCTTTATATAAAAGTATCAACAATATCCTTCAA 
         Iowa_cgd8_2370  (361) ATCATTGGAAACCAAGAAGAATTTGTCTCTTTATATAAAAGTATCAACAATATCCTTCAA 
      Moredun_cgd8_2370  (361) ATCATTGGAAACCAAGAAGAATTTGTCTCTTTATATAAAAGTATCAACAATATCCTTCAA 
          w65_cgd8_2370  (361) ATCATTGGAAACCAAGAAGAATTTGTCTCTTTATATAAAAGTATCAACAATATCCTTCAA 
          w66_cgd8_2370  (361) ATCATTGGAAACCAAGAAGAATTTGTCTCTTTATATAAAAGTATCAACAATATCCTTCAA 
          w67_cgd8_2370  (361) ATCATTGGAAACCAAGAAGAATTTGTCTCTTTATATAAAAGTATCAACAATATCCTTCAA 
          w70_cgd8_2370  (361) ATCATTGGAAACCAAGAAGAATTTGTCTCTTTATATAAAAGTATCAACAATATCCTTCAA 
c.meleagridis_cgd8_2370  (361) ATCATTGGAAACCAAGAAGAATTTGTATCTCTATTTAAAAGTATCAACAGTATTTTTCAA 
                               421                                                      480 
          ch2_cgd8_2370  (421) ATTGAAGACGATGACCAACTATTACTTTCACAGGATAATATAAATCAACCAGAAAACGAT 
          ch3_cgd8_2370  (421) ATTGAAGACGATGACCAACTATTACTTTCACAGGATAATATAAATCAACCAGAAAACGAT 
          ch4_cgd8_2370  (421) ATTGAAGACGATGACCAACTATTACTTTCACAGGATAATATAAATCAACCAGAAAACGAT 
        TU502_cgd8_2370  (421) ATTGAAGACGATGACCAACTATTACTTTCACAGGATAATATAAATCAACCAGAAAACGAT 
      rabbit1_cgd8_2370  (421) ATTGAAGACGATGACCAACTATTACTTTCACAGGATAATATAAATCAACCAGAAAACGAT 
      rabbit2_cgd8_2370  (421) ATTGAAGACGATGACCAACTATTACTTTCACAGGATAATATAAATCAACCAGAAAACGAT 
      rabbit3_cgd8_2370  (421) ATTGAAGACGATGACCAACTATTACTTTCACAGGATAATATAAATCAACCAGAAAACGAT 
      rabbit4_cgd8_2370  (421) ATTGAAGACGATGACCAACTATTACTTTCACAGGATAATATAAATCAACCAGAAAACGAT 
          cp2_cgd8_2370  (421) ATTGAAGACGATGACCAACTATTACTTTCGCAGGATAATATAAATCAACCAGAAAACGAT 
          cp3_cgd8_2370  (421) ATTGAAGACGATGACCAACTATTACTTTCGCAGGATAATATAAATCAACCAGAAAACGAT 
          cp4_cgd8_2370  (421) ATTGAAGACGATGACCAACTATTACTTTCGCAGGATAATATAAATCAACCAGAAAACGAT 
         Iowa_cgd8_2370  (421) ATTGAAGACGATGACCAACTATTACTTTCGCAGGATAATATAAATCAACCAGAAAACGAT 
      Moredun_cgd8_2370  (421) ATTGAAGACGATGACCAACTATTACTTTCGCAGGATAATATAAATCAACCAGAAAACGAT 
          w65_cgd8_2370  (421) ATTGAAGACGATGACCAACTATTACTTTCGCAGGATAATATAAATCAACCAGAAAACGAT 
          w66_cgd8_2370  (421) ATTGAAGACGATGACCAACTATTACTTTCGCAGGATAATATAAATCAACCAGAAAACGAT 
          w67_cgd8_2370  (421) ATTGAAGACGATGACCAACTATTACTTTCGCAGGATAATATAAATCAACCAGAAAACGAT 
          w70_cgd8_2370  (421) ATTGAAGACGATGACCAACTATTACTTTCGCAGGATAATATAAATCAACCAGAAAACGAT 
c.meleagridis_cgd8_2370  (421) ATTAAAGACGATGATCAACTATTACTTTCACAAGATAACATTGGTCAGCCAGAAAATGAT 
                               481                                                      540 
          ch2_cgd8_2370  (481) GCTTTAGAAAGAATTCTCACAGAAATTCATAAACATCTTAAACCCACATGTATTATACTA 
          ch3_cgd8_2370  (481) GCTTTAGAAAGAATTCTCACAGAAATTCATAAACATCTTAAACCCACATGTATTATACTA 
          ch4_cgd8_2370  (481) GCTTTAGAAAGAATTCTCACAGAAATTCATAAACATCTTAAACCCACATGTATTATACTA 
        TU502_cgd8_2370  (481) GCTTTAGAAAGAATTCTCACAGAAATTCATAAACATCTTAAACCCACATGTATTATACTA 
      rabbit1_cgd8_2370  (481) GCTTTAGAAAGAATTCTCACAGAAATTCATAAACATCTTAAACCCACATGTATTATACTA 
      rabbit2_cgd8_2370  (481) GCTTTAGAAAGAATTCTCACAGAAATTCATAAACATCTTAAACCCACATGTATTATACTA 
      rabbit3_cgd8_2370  (481) GCTTTAGAAAGAATTCTCACAGAAATTCATAAACATCTTAAACCCACATGTATTATACTA 
      rabbit4_cgd8_2370  (481) GCTTTAGAAAGAATTCTCACAGAAATTCATAAACATCTTAAACCCACATGTATTATACTA 
          cp2_cgd8_2370  (481) GCTTTAGAAAGAATTCTCACAGAAATTCATAAGCATCTTAAACCCACATGTATTATACTA 
          cp3_cgd8_2370  (481) GCTTTAGAAAGAATTCTCACAGAAATTCATAAGCATCTTAAACCCACATGTATTATACTA 
          cp4_cgd8_2370  (481) GCTTTAGAAAGAATTCTCACAGAAATTCATAAGCATCTTAAACCCACATGTATTATACTA 
         Iowa_cgd8_2370  (481) GCTTTAGAAAGAATTCTCACAGAAATTCATAAGCATCTTAAACCCACATGTATTATACTA 
      Moredun_cgd8_2370  (481) GCTTTAGAAAGAATTCTCACAGAAATTCATAAGCATCTTAAACCCACATGTATTATACTA 
          w65_cgd8_2370  (481) GCTTTAGAAAGAATTCTCACAGAAATTCATAAGCATCTTAAACCCACATGTATTATACTA 
          w66_cgd8_2370  (481) GCTTTAGAAAGAATTCTCACAGAAATTCATAAGCATCTTAAACCCACATGTATTATACTA 
          w67_cgd8_2370  (481) GCTTTAGAAAGAATTCTCACAGAAATTCATAAGCATCTTAAACCCACATGTATTATACTA 
          w70_cgd8_2370  (481) GCTTTAGAAAGAATTCTCACAGAAATTCATAAGCATCTTAAACCCACATGTATTATACTA 
c.meleagridis_cgd8_2370  (481) GTTTTAGAAATCATTCTCACAGAAATTCATAAACATCTTAAGCCCACATGTATTATGCTA 
                               541                                                      600 
          ch2_cgd8_2370  (541) TGTACAAGAGCCCATTTACCCGTTATTTCATTCAACCCCAAAGATCCTAATAGTTATATA 
          ch3_cgd8_2370  (541) TGTACAAGAGCCCATTTACCCGTTATTTCATTCAACCCCAAAGATCCTAATAGTTATATA 
          ch4_cgd8_2370  (541) TGTACAAGAGCCCATTTACCCGTTATTTCATTCAACCCCAAAGATCCTAATAGTTATATA 
        TU502_cgd8_2370  (541) TGTACAAGAGCCCATTTACCCGTTATTTCATTCAACCCCAAAGATCCTAATAGTTATATA 
      rabbit1_cgd8_2370  (541) TGTACAAGAGCCCATTTACCCGTTATTTCATTCAACCCCAAAGATCCTAATAGTTATATA 
      rabbit2_cgd8_2370  (541) TGTACAAGAGCCCATTTACCCGTTATTTCATTCAACCCCAAAGATCCTAATAGTTATATA 
      rabbit3_cgd8_2370  (541) TGTACAAGAGCCCATTTACCCGTTATTTCATTCAACCCCAAAGATCCTAATAGTTATATA 
      rabbit4_cgd8_2370  (541) TGTACAAGAGCCCATTTACCCGTTATTTCATTCAACCCCAAAGATCCTAATAGTTATATA 
          cp2_cgd8_2370  (541) TGCACAAGAGCCCATTTACCCGTTATTTCATTCAACCCTAAAGATCCTAATAGTTGTATA 
          cp3_cgd8_2370  (541) TGCACAAGAGCCCATTTACCCGTTATTTCATTCAACCCTAAAGATCCTAATAGTTGTATA 
          cp4_cgd8_2370  (541) TGCACAAGAGCCCATTTACCCGTTATTTCATTCAACCCTAAAGATCCTAATAGTTGTATA 
         Iowa_cgd8_2370  (541) TGCACAAGAGCCCATTTACCCGTTATTTCATTCAACCCTAAAGATCCTAATAGTTGTATA 
      Moredun_cgd8_2370  (541) TGCACAAGAGCCCATTTACCCGTTATTTCATTCAACCCTAAAGATCCTAATAGTTGTATA 
          w65_cgd8_2370  (541) TGCACAAGAGCCCATTTACCCGTTATTTCATTCAACCCTAAAGATCCTAATAGTTGTATA 
          w66_cgd8_2370  (541) TGCACAAGAGCCCATTTACCCGTTATTTCATTCAACCCTAAAGATCCTAATAGTTGTATA 
          w67_cgd8_2370  (541) TGCACAAGAGCCCATTTACCCGTTATTTCATTCAACCCTAAAGATCCTAATAGTTGTATA 
          w70_cgd8_2370  (541) TGCACAAGAGCCCATTTACCCGTTATTTCATTCAACCCTAAAGATCCTAATAGTTGTATA 
c.meleagridis_cgd8_2370  (541) TGTACAAGAGCTCATTTACCCGTTATTTCATTCAACCCTAAAGATCCTAATGGCTATATA 
                               601                                                      660 
          ch2_cgd8_2370  (601) AAATATCATGAATGTATTCACGTCCCTAAAGAAAGGCTCATTGATGTTAATGGCTGTGGG 
          ch3_cgd8_2370  (601) AAATATCATGAATGTATTCACGTCCCTAAAGAAAGGCTCATTGATGTTAATGGCTGTGGG 
          ch4_cgd8_2370  (601) AAATATCATGAATGTATTCACGTCCCTAAAGAAAGGCTCATTGATGTTAATGGCTGTGGG 
        TU502_cgd8_2370  (601) AAATATCATGAATGTATTCACGTCCCTAAAGAAAGGCTCATTGATGTTAATGGCTGTGGG 
      rabbit1_cgd8_2370  (601) AAATATCATGAATGTATTCACGTCCCTAAAGAAAGGCTCATTGATGTTAATGGCTGTGGG 
      rabbit2_cgd8_2370  (601) AAATATCATGAATGTATTCACGTCCCTAAAGAAAGGCTCATTGATGTTAATGGCTGTGGG 
      rabbit3_cgd8_2370  (601) AAATATCATGAATGTATTCACGTCCCTAAAGAAAGGCTCATTGATGTTAATGGCTGTGGG 
      rabbit4_cgd8_2370  (601) AAATATCATGAATGTATTCACGTCCCTAAAGAAAGGCTCATTGATGTTAATGGCTGTGGG 
          cp2_cgd8_2370  (601) AAATATCATGAATGTATTCACGTCCCTAAAGAAAGGCTCATTGATGTTAATGGCTGTGGG 
          cp3_cgd8_2370  (601) AAATATCATGAATGTATTCACGTCCCTAAAGAAAGGCTCATTGATGTTAATGGCTGTGGG 
          cp4_cgd8_2370  (601) AAATATCATGAATGTATTCACGTCCCTAAAGAAAGGCTCATTGATGTTAATGGCTGTGGG 
         Iowa_cgd8_2370  (601) AAATATCATGAATGTATTCACGTCCCTAAAGAAAGGCTCATTGATGTTAATGGCTGTGGG 
      Moredun_cgd8_2370  (601) AAATATCATGAATGTATTCACGTCCCTAAAGAAAGGCTCATTGATGTTAATGGCTGTGGG 
          w65_cgd8_2370  (601) AAATATCATGAATGTATTCACGTCCCTAAAGAAAGGCTCATTGATGTTAATGGCTGTGGG 
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          w66_cgd8_2370  (601) AAATATCATGAATGTATTCACGTCCCTAAAGAAAGGCTCATTGATGTTAATGGCTGTGGG 
          w67_cgd8_2370  (601) AAATATCATGAATGTATTCACGTCCCTAAAGAAAGGCTCATTGATGTTAATGGCTGTGGG 
          w70_cgd8_2370  (601) AAATATCATGAATGTATTCACGTCCCTAAAGAAAGGCTCATTGATGTTAATGGCTGTGGG 
c.meleagridis_cgd8_2370  (601) AAATATCATGAATGTATTCACGTCCCTAAAGAAAAGCTCGTTGATGTTAATGGCTGTGGG 
                               661 
          ch2_cgd8_2370  (661) G 
          ch3_cgd8_2370  (661) G 
          ch4_cgd8_2370  (661) G 
        TU502_cgd8_2370  (661) G 
      rabbit1_cgd8_2370  (661) G 
      rabbit2_cgd8_2370  (661) G 
      rabbit3_cgd8_2370  (661) G 
      rabbit4_cgd8_2370  (661) G 
          cp2_cgd8_2370  (661) G 
          cp3_cgd8_2370  (661) G 
          cp4_cgd8_2370  (661) G 
         Iowa_cgd8_2370  (661) G 
      Moredun_cgd8_2370  (661) G 
          w65_cgd8_2370  (661) G 
          w66_cgd8_2370  (661) G 
          w67_cgd8_2370  (661) G 
          w70_cgd8_2370  (661) G 
c.meleagridis_cgd8_2370  (661) G 

 
 
 
 
 
 
 
 
 
 
 
                         1                                                         60 
    ch2_cgd2_2430    (1) ACCTATAATTGATCGAAAAAGTGTTTTCCAAGCTCATGCATGTAAGGTAGAAACAGTTGA 
    ch3_cgd2_2430    (1) ACCTATAATTGATCGAAAAAGTGTTTTCCAAGCTCATGCATGTAAGGTAGAAACAGTTGA 
    ch4_cgd2_2430    (1) ACCTATAATTGATCGAAAAAGTGTTTTCCAAGCTCATGCATGTAAGGTAGAAACAGTTGA 
  TU502_cgd2_2430    (1) ACCTATAATTGATCGAAAAAGTGTTTTCCAAGCTCATGCATGTAAGGTAGAAACAGTTGA 
rabbit1_cgd2_2430    (1) ACCTATAATTGATCGAAAAAGTGTTTTCCAAGCTCATGCGTGTAAGGTAGAAACAGTTGA 
rabbit2_cgd2_2430    (1) ACCTATAATTGATCGAAAAAGTGTTTTCCAAGCTCATGCGTGTAAGGTAGAAACAGTTGA 
rabbit3_cgd2_2430    (1) ACCTATAATTGATCGAAAAAGTGTTTTCCAAGCTCATGCGTGTAAGGTAGAAACAGTTGA 
rabbit4_cgd2_2430    (1) ACCTATAATTGATCGAAAAAGTGTTTTCCAAGCTCATGCGTGTAAGGTAGAAACAGTTGA 
    cp2_cgd2_2430    (1) ACCTATAATTGATCGAAAAAGTGTTTTCCAAGCTCATGCGTGTAAGGTAGAAACAGTTGA 
    cp3_cgd2_2430    (1) ACCTATAATTGATCGAAAAAGTGTTTTCCAAGCTCATGCGTGTAAGGTAGAAACAGTTGA 
    cp4_cgd2_2430    (1) ACCTATAATTGATCGAAAAAGTGTTTTCCAAGCTCATGCGTGTAAGGTAGAAACAGTTGA 
   Iowa_cgd2_2430    (1) ACCTATAATTGATCGAAAAAGTGTTTTCCAAGCTCATGCGTGTAAGGTAGAAACAGTTGA 
Moredun_cgd2_2430    (1) ACCTATAATTGATCGAAAAAGTGTTTTCCAAGCTCATGCGTGTAAGGTAGAAACAGTTGA 
    w65_cgd2_2430    (1) ACCTATAATTGATCGAAAAAGTGTTTTCCAAGCTCATGCGTGTAAGGTAGAAACAGTTGA 
    w66_cgd2_2430    (1) ACCTATAATTGATCGAAAAAGTGTTTTCCAAGCTCATGCGTGTAAGGTAGAAACAGTTGA 
    w67_cgd2_2430    (1) ACCTATAATTGATCGAAAAAGTGTTTTCCAAGCTCATGCGTGTAAGGTAGAAACAGTTGA 
    w70_cgd2_2430    (1) ACCTATAATTGATCGAAAAAGTGTTTTCCAAGCTCATGCGTGTAAGGTAGAAACAGTTGA 
                         61                                                       120 
    ch2_cgd2_2430   (61) ACAAGTTAAAAAGATTATTAAATGGTTGCTTTCAAACCCAAAGATTGCTAAAGCAACGCA 
    ch3_cgd2_2430   (61) ACAAGTTAAAAAGATTATTAAATGGTTGCTTTCAAACCCAAAGATTGCTAAAGCAACGCA 
    ch4_cgd2_2430   (61) ACAAGTTAAAAAGATTATTAAATGGTTGCTTTCAAACCCAAAGATTGCTAAAGCAACGCA 
  TU502_cgd2_2430   (61) ACAAGTTAAAAAGATTATTAAATGGTTGCTTTCAAACCCAAAGATTGCTAAAGCAACGCA 
rabbit1_cgd2_2430   (61) ACAAGTTAAAAAGATTATTAAATGGTTGCTTTCAAACCCAAAGATTGCTAAAGCAACGCA 
rabbit2_cgd2_2430   (61) ACAAGTTAAAAAGATTATTAAATGGTTGCTTTCAAACCCAAAGATTGCTAAAGCAACGCA 
rabbit3_cgd2_2430   (61) ACAAGTTAAAAAGATTATTAAATGGTTGCTTTCAAACCCAAAGATTGCTAAAGCAACGCA 
rabbit4_cgd2_2430   (61) ACAAGTTAAAAAGATTATTAAATGGTTGCTTTCAAACCCAAAGATTGCTAAAGCAACGCA 
    cp2_cgd2_2430   (61) ACAAGTTAAAAAAGTTATCAAATGGTTGCTTTCGAACCCAAAGATTGCTAAAGCAACGCA 
    cp3_cgd2_2430   (61) ACAAGTTAAAAAAGTTATCAAATGGTTGCTTTCGAACCCAAAGATTGCTAAAGCAACGCA 
    cp4_cgd2_2430   (61) ACAAGTTAAAAAAGTTATCAAATGGTTGCTTTCGAACCCAAAGATTGCTAAAGCAACGCA 
   Iowa_cgd2_2430   (61) ACAAGTTAAAAAAGTTATCAAATGGTTGCTTTCGAACCCAAAGATTGCTAAAGCAACGCA 
Moredun_cgd2_2430   (61) ACAAGTTAAAAAAGTTATCAAATGGTTGCTTTCGAACCCAAAGATTGCTAAAGCAACGCA 
    w65_cgd2_2430   (61) ACAAGTTAAAAAAGTTATCAAATGGTTGCTTTCGAACCCAAAGATTGCTAAAGCAACGCA 
    w66_cgd2_2430   (61) ACAAGTTAAAAAAGTTATCAAATGGTTGCTTTCGAACCCAAAGATTGCTAAAGCAACGCA 
    w67_cgd2_2430   (61) ACAAGTTAAAAAAGTTATCAAATGGTTGCTTTCGAACCCAAAGATTGCTAAAGCAACGCA 
    w70_cgd2_2430   (61) ACAAGTTAAAAAAGTTATCAAATGGTTGCTTTCGAACCCAAAGATTGCTAAAGCAACGCA 
                         121                                                      180 
    ch2_cgd2_2430  (121) CAATATTTGGTCATATAGAATATTCAAAGAGAAAAATTTCGCAGAAGTATCTGAAGGATC 
    ch3_cgd2_2430  (121) CAATATTTGGTCATATAGAATATTCAAAGAGAAAAATTTCGCAGAAGTATCTGAAGGATC 
    ch4_cgd2_2430  (121) CAATATTTGGTCATATAGAATATTCAAAGAGAAAAATTTCGCAGAAGTATCTGAAGGATC 
  TU502_cgd2_2430  (121) CAATATTTGGTCATATAGAATATTCAAAGAGAAAAATTTCGCAGAAGTATCTGAAGGATC 
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rabbit1_cgd2_2430  (121) CAATATTTGGTCATATAGAATATTCAAGGAGAAAAATTTCGCAGAAGTATCTGAAGGATC 
rabbit2_cgd2_2430  (121) CAATATTTGGTCATATAGAATATTCAAGGAGAAAAATTTCGCAGAAGTATCTGAAGGATC 
rabbit3_cgd2_2430  (121) CAATATTTGGTCATATAGAATATTCAAGGAGAAAAATTTCGCAGAAGTATCTGAAGGATC 
rabbit4_cgd2_2430  (121) CAATATTTGGTCATATAGAATATTCAAGGAGAAAAATTTCGCAGAAGTATCTGAAGGATC 
    cp2_cgd2_2430  (121) CAATATTTGGTCATATAGAATATTCAAGGAGAAAAATTTCGCAGAAGTAACTGAAGGATC 
    cp3_cgd2_2430  (121) CAATATTTGGTCATATAGAATATTCAAGGAGAAAAATTTCGCAGAAGTAACTGAAGGATC 
    cp4_cgd2_2430  (121) CAATATTTGGTCATATAGAATATTCAAGGAGAAAAATTTCGCAGAAGTAACTGAAGGATC 
   Iowa_cgd2_2430  (121) CAATATTTGGTCATATAGAATATTCAAGGAGAAAAATTTCGCAGAAGTAACTGAAGGATC 
Moredun_cgd2_2430  (121) CAATATTTGGTCATATAGAATATTCAAGGAGAAAAATTTCGCAGAAGTAACTGAAGGATC 
    w65_cgd2_2430  (121) CAATATTTGGTCATATAGAATATTCAAGGAGAAAAATTTCGCAGAAGTAACTGAAGGATC 
    w66_cgd2_2430  (121) CAATATTTGGTCATATAGAATATTCAAGGAGAAAAATTTCGCAGAAGTAACTGAAGGATC 
    w67_cgd2_2430  (121) CAATATTTGGTCATATAGAATATTCAAGGAGAAAAATTTCGCAGAAGTAACTGAAGGATC 
    w70_cgd2_2430  (121) CAATATTTGGTCATATAGAATATTCAAGGAGAAAAATTTCGCAGAAGTAACTGAAGGATC 
                         181                                                      240 
    ch2_cgd2_2430  (181) TTTCCCCATTGGGTACGATATCATATCACAAGATCATGACTCGGATGGCGAGAATGCAGC 
    ch3_cgd2_2430  (181) TTTCCCCATTGGGTACGATATCATATCACAAGATCATGACTCGGATGGCGAGAATGCAGC 
    ch4_cgd2_2430  (181) TTTCCCCATTGGGTACGATATCATATCACAAGATCATGACTCGGATGGCGAGAATGCAGC 
  TU502_cgd2_2430  (181) TTTCCCCATTGGGTACGATATCATATCACAAGATCATGACTCGGATGGCGAGAATGCAGC 
rabbit1_cgd2_2430  (181) TTTCCCCATCGGGTACGATATCATATCACAAGATCATGACTCGGATGGCGAGAATGCAGC 
rabbit2_cgd2_2430  (181) TTTCCCCATCGGGTACGATATCATATCACAAGATCATGACTCGGATGGCGAGAATGCAGC 
rabbit3_cgd2_2430  (181) TTTCCCCATCGGGTACGATATCATATCACAAGATCATGACTCGGATGGCGAGAATGCAGC 
rabbit4_cgd2_2430  (181) TTTCCCCATCGGGTACGATATCATATCACAAGATCATGACTCGGATGGCGAGAATGCAGC 
    cp2_cgd2_2430  (181) TTTCCCCATTGGGTACGATATCATATCACAAGATCACGACTCGGATGGCGAGAATGCAGC 
    cp3_cgd2_2430  (181) TTTCCCCATTGGGTACGATATCATATCACAAGATCACGACTCGGATGGCGAGAATGCAGC 
    cp4_cgd2_2430  (181) TTTCCCCATTGGGTACGATATCATATCACAAGATCACGACTCGGATGGCGAGAATGCAGC 
   Iowa_cgd2_2430  (181) TTTCCCCATTGGGTACGATATCATATCACAAGATCACGACTCGGATGGCGAGAATGCAGC 
Moredun_cgd2_2430  (181) TTTCCCCATTGGGTACGATATCATATCACAAGATCACGACTCGGATGGCGAGAATGCAGC 
    w65_cgd2_2430  (181) TTTCCCCATTGGGTACGATATCATATCACAAGATCACGACTCGGATGGCGAGAATGCAGC 
    w66_cgd2_2430  (181) TTTCCCCATTGGGTACGATATCATATCACAAGATCACGACTCGGATGGCGAGAATGCAGC 
    w67_cgd2_2430  (181) TTTCCCCATTGGGTACGATATCATATCACAAGATCACGACTCGGATGGCGAGAATGCAGC 
    w70_cgd2_2430  (181) TTTCCCCATTGGGTACGATATCATATCACAAGATCACGACTCGGATGGCGAGAATGCAGC 
                         241                                                      300 
    ch2_cgd2_2430  (241) AGGAGGCAGACTTCAACATCTTCTTGAAATTACTAATGCAAAGAATGTATTCGTCATGGT 
    ch3_cgd2_2430  (241) AGGAGGCAGACTTCAACATCTTCTTGAAATTACTAATGCAAAGAATGTATTCGTCATGGT 
    ch4_cgd2_2430  (241) AGGAGGCAGACTTCAACATCTTCTTGAAATTACTAATGCAAAGAATGTATTCGTCATGGT 
  TU502_cgd2_2430  (241) AGGAGGCAGACTTCAACATCTTCTTGAAATTACTAATGCAAAGAATGTATTCGTCATGGT 
rabbit1_cgd2_2430  (241) AGGAGGTAGACTTCAACATCTTCTTGAAATTACTAATGCAAAGAATGTATTCGTCATGGT 
rabbit2_cgd2_2430  (241) AGGAGGTAGACTTCAACATCTTCTTGAAATTACTAATGCAAAGAATGTATTCGTCATGGT 
rabbit3_cgd2_2430  (241) AGGAGGTAGACTTCAACATCTTCTTGAAATTACTAATGCAAAGAATGTATTCGTCATGGT 
rabbit4_cgd2_2430  (241) AGGAGGTAGACTTCAACATCTTCTTGAAATTACTAATGCAAAGAATGTATTCGTCATGGT 
    cp2_cgd2_2430  (241) AGGAGGCAGACTTCAACATCTTCTTGAAATTACTAATGCAAAGAATGTATTCGTTATGGT 
    cp3_cgd2_2430  (241) AGGAGGCAGACTTCAACATCTTCTTGAAATTACTAATGCAAAGAATGTATTCGTTATGGT 
    cp4_cgd2_2430  (241) AGGAGGCAGACTTCAACATCTTCTTGAAATTACTAATGCAAAGAATGTATTCGTTATGGT 
   Iowa_cgd2_2430  (241) AGGAGGCAGACTTCAACATCTTCTTGAAATTACTAATGCAAAGAATGTATTCGTTATGGT 
Moredun_cgd2_2430  (241) AGGAGGCAGACTTCAACATCTTCTTGAAATTACTAATGCAAAGAATGTATTCGTTATGGT 
    w65_cgd2_2430  (241) AGGAGGCAGACTTCAACATCTTCTTGAAATTACTAATGCAAAGAATGTATTCGTTATGGT 
    w66_cgd2_2430  (241) AGGAGGCAGACTTCAACATCTTCTTGAAATTACTAATGCAAAGAATGTATTCGTTATGGT 
    w67_cgd2_2430  (241) AGGAGGCAGACTTCAACATCTTCTTGAAATTACTAATGCAAAGAATGTATTCGTTATGGT 
    w70_cgd2_2430  (241) AGGAGGCAGACTTCAACATCTTCTTGAAATTACTAATGCAAAGAATGTATTCGTTATGGT 
                         301                                                      360 
    ch2_cgd2_2430  (301) GTCTAGATGGTACGGGGGTGTTCAACTAGGGCCAGACAGGTTTAAGCATATTAATAATGC 
    ch3_cgd2_2430  (301) GTCTAGATGGTACGGGGGTGTTCAACTAGGGCCAGACAGGTTTAAGCATATTAATAATGC 
    ch4_cgd2_2430  (301) GTCTAGATGGTACGGGGGTGTTCAACTAGGGCCAGACAGGTTTAAGCATATTAATAATGC 
  TU502_cgd2_2430  (301) GTCTAGATGGTACGGGGGTGTTCAACTAGGGCCAGACAGGTTTAAGCATATTAATAATGC 
rabbit1_cgd2_2430  (301) GTCTAGATGGTACGGGGGTGTTCAACTAGGGCCAGACAGGTTTAAGCATATTAATAATGC 
rabbit2_cgd2_2430  (301) GTCTAGATGGTACGGGGGTGTTCAACTAGGGCCAGACAGGTTTAAGCATATTAATAATGC 
rabbit3_cgd2_2430  (301) GTCTAGATGGTACGGGGGTGTTCAACTAGGGCCAGACAGGTTTAAGCATATTAATAATGC 
rabbit4_cgd2_2430  (301) GTCTAGATGGTACGGGGGTGTTCAACTAGGGCCAGACAGGTTTAAGCATATTAATAATGC 
    cp2_cgd2_2430  (301) GTCTAGATGGTACGGGGGTATTCAACTAGGGCCAGACAGGTTTAAACATATTAATAATGC 
    cp3_cgd2_2430  (301) GTCTAGATGGTACGGGGGTATTCAACTAGGGCCAGACAGGTTTAAACATATTAATAATGC 
    cp4_cgd2_2430  (301) GTCTAGATGGTACGGGGGTATTCAACTAGGGCCAGACAGGTTTAAACATATTAATAATGC 
   Iowa_cgd2_2430  (301) GTCTAGATGGTACGGGGGTATTCAACTAGGGCCAGACAGGTTTAAACATATTAATAATGC 
Moredun_cgd2_2430  (301) GTCTAGATGGTACGGGGGTATTCAACTAGGGCCAGACAGGTTTAAACATATTAATAATGC 
    w65_cgd2_2430  (301) GTCTAGATGGTACGGGGGTATTCAACTAGGGCCAGACAGGTTTAAACATATTAATAATGC 
    w66_cgd2_2430  (301) GTCTAGATGGTACGGGGGTATTCAACTAGGGCCAGACAGGTTTAAACATATTAATAATGC 
    w67_cgd2_2430  (301) GTCTAGATGGTACGGGGGTATTCAACTAGGGCCAGACAGGTTTAAACATATTAATAATGC 
    w70_cgd2_2430  (301) GTCTAGATGGTACGGGGGTATTCAACTAGGGCCAGACAGGTTTAAACATATTAATAATGC 
                         361 
    ch2_cgd2_2430  (361) T 
    ch3_cgd2_2430  (361) T 
    ch4_cgd2_2430  (361) T 
  TU502_cgd2_2430  (361) T 
rabbit1_cgd2_2430  (361) T 
rabbit2_cgd2_2430  (361) T 
rabbit3_cgd2_2430  (361) T 
rabbit4_cgd2_2430  (361) T 
    cp2_cgd2_2430  (361) T 
    cp3_cgd2_2430  (361) T 
    cp4_cgd2_2430  (361) T 
   Iowa_cgd2_2430  (361) T 
Moredun_cgd2_2430  (361) T 
    w65_cgd2_2430  (361) T 
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    w66_cgd2_2430  (361) T 
    w67_cgd2_2430  (361) T 
    w70_cgd2_2430  (361) T 

 
 
 
 
                                1                                                         60 
          ch2_chro.30149    (1) CAGGTGGTGTAACTAGAGAATGGTATAATATTCTAGCTAGAGAAATGTTCAATCCTGATT 
          ch3_chro.30149    (1) CAGGTGGTGTAACTAGAGAATGGTATAATATTCTAGCTAGAGAAATGTTCAATCCTGATT 
          ch4_chro.30149    (1) CAGGTGGTGTAACTAGAGAATGGTATAATATTCTAGCTAGAGAAATGTTCAATCCTGATT 
        TU502_chro.30149    (1) CAGGTGGTGTAACTAGAGAATGGTATAATATTCTAGCTAGAGAAATGTTCAATCCTGATT 
      rabbit1_chro.30149    (1) CAGGTGGTGTAACTAGAGAATGGTATAATATTCTAGCTAGAGAAATGTTCAATCCTGATT 
      rabbit2_chro.30149    (1) CAGGTGGTGTAACTAGAGAATGGTATAATATTCTAGCTAGAGAAATGTTCAATCCTGATT 
      rabbit3_chro.30149    (1) CAGGTGGTGTAACTAGAGAATGGTATAATATTCTAGCTAGAGAAATGTTCAATCCTGATT 
      rabbit4_chro.30149    (1) CAGGTGGTGTAACTAGAGAATGGTATAATATTCTAGCTAGAGAAATGTTCAATCCTGATT 
         Iowa_chro.30149    (1) CAGGTGGTGTAACTAGAGAATGGTATAATATTCTAGCTAGAGAAATGTTCAATCCTGATT 
      moredun_chro.30149    (1) CAGGTGGTGTAACTAGAGAATGGTATAATATTCTAGCTAGAGAAATGTTCAATCCTGATT 
          cp2_chro.30149    (1) CAGGTGGTGTAACTAGAGAATGGTATAATATTCTAGCTAGAGAAATGTTCAATCCTGATT 
          cp3_chro.30149    (1) CAGGTGGTGTAACTAGAGAATGGTATAATATTCTAGCTAGAGAAATGTTCAATCCTGATT 
c.meleagridis_chro.30149    (1) CAGGTGGTGTAACAAGGGAATGGTATAATATTCTAGCTAGGGAGATGTTTAATCCCGACT 
                                61                                                       120 
          ch2_chro.30149   (61) ATGCTTTATTTAGAAGAGAAGGATCAAAGAGTGAATTTAACCATCCAAATCCATTAAGTT 
          ch3_chro.30149   (61) ATGCTTTATTTAGAAGAGAAGGATCAAAGAGTGAATTTAACCATCCAAATCCATTAAGTT 
          ch4_chro.30149   (61) ATGCTTTATTTAGAAGAGAAGGATCAAAGAGTGAATTTAACCATCCAAATCCATTAAGTT 
        TU502_chro.30149   (61) ATGCTTTATTTAGAAGAGAAGGATCAAAGAGTGAATTTAACCATCCAAATCCATTAAGTT 
      rabbit1_chro.30149   (61) ATGCTTTATTTAGAAGAGAAGGATCAAAGAGTGAATTTAACCATCCAAATCCATTAAGTT 
      rabbit2_chro.30149   (61) ATGCTTTATTTAGAAGAGAAGGATCAAAGAGTGAATTTAACCATCCAAATCCATTAAGTT 
      rabbit3_chro.30149   (61) ATGCTTTATTTAGAAGAGAAGGATCAAAGAGTGAATTTAACCATCCAAATCCATTAAGTT 
      rabbit4_chro.30149   (61) ATGCTTTATTTAGAAGAGAAGGATCAAAGAGTGAATTTAACCATCCAAATCCATTAAGTT 
         Iowa_chro.30149   (61) ATGCTTTATTTAGAAGAGAAGGATCAAAGAGTGAATTTAACCATCCAAATCCATTAAGTT 
      moredun_chro.30149   (61) ATGCTTTATTTAGAAGAGAAGGATCAAAGAGTGAATTTAACCATCCAAATCCATTAAGTT 
          cp2_chro.30149   (61) ATGCTTTATTTAGAAGAGAAGGATCAAAGAGTGAATTTAACCATCCAAATCCATTAAGTT 
          cp3_chro.30149   (61) ATGCTTTATTTAGAAGAGAAGGATCAAAGAGTGAATTTAACCATCCAAATCCATTAAGTT 
c.meleagridis_chro.30149   (61) ACGCTTTGTTCAGAAGAGAAGGATCAAAGAGTGAATTTAACCATCCAAACCCATTAAGTT 
                                121                                                      180 
          ch2_chro.30149  (121) ATATAAATGCTGATCATCTTCATTTCTTTAAATTTATTGGACGTATAATAGGGAAATGTA 
          ch3_chro.30149  (121) ATATAAATGCTGATCATCTTCATTTCTTTAAATTTATTGGACGTATAATAGGGAAATGTA 
          ch4_chro.30149  (121) ATATAAATGCTGATCATCTTCATTTCTTTAAATTTATTGGACGTATAATAGGGAAATGTA 
        TU502_chro.30149  (121) ATATAAATGCTGATCATCTTCATTTCTTTAAATTTATTGGACGTATAATAGGGAAATGTA 
      rabbit1_chro.30149  (121) ATATAAATGCTGATCATCTTCATTTCTTTAAATTTATTGGACGTATAATAGGGAAATGTA 
      rabbit2_chro.30149  (121) ATATAAATGCTGATCATCTTCATTTCTTTAAATTTATTGGACGTATAATAGGGAAATGTA 
      rabbit3_chro.30149  (121) ATATAAATGCTGATCATCTTCATTTCTTTAAATTTATTGGACGTATAATAGGGAAATGTA 
      rabbit4_chro.30149  (121) ATATAAATGCTGATCATCTTCATTTCTTTAAATTTATTGGACGTATAATAGGGAAATGTA 
         Iowa_chro.30149  (121) ATATAAATGCTGATCATCTTCATTTCTTTAAATTTATTGGACGTATAATAGGGAAATGTA 
      moredun_chro.30149  (121) ATATAAATGCTGATCATCTTCATTTCTTTAAATTTATTGGACGTATAATAGGGAAATGTA 
          cp2_chro.30149  (121) ATATAAATGCTGATCATCTTCATTTCTTTAAATTTATTGGACGTATAATAGGGAAATGTA 
          cp3_chro.30149  (121) ATATAAATGCTGATCATCTTCATTTCTTTAAATTTATTGGACGTATAATAGGGAAATGTA 
c.meleagridis_chro.30149  (121) ATATAAATGCTGATCATCTTCATTTCTTTAAGTTTATCGGACGTATCATAGGTAAATGCA 
                                181                                                      240 
          ch2_chro.30149  (181) TTTATGATGGTCAACATTTGGATGCATGGTTTACTCGATCATTTTATAAGAATATGTTAG 
          ch3_chro.30149  (181) TTTATGATGGTCAACATTTGGATGCATGGTTTACTCGATCATTTTATAAGAATATGTTAG 
          ch4_chro.30149  (181) TTTATGATGGTCAACATTTGGATGCATGGTTTACTCGATCATTTTATAAGAATATGTTAG 
        TU502_chro.30149  (181) TTTATGATGGTCAACATTTGGATGCATGGTTTACTCGATCATTTTATAAGAATATGTTAG 
      rabbit1_chro.30149  (181) TTTATGATGGTCAACATTTGGATGCATGGTTTACTCGATCATTTTATAAGAATATGTTAG 
      rabbit2_chro.30149  (181) TTTATGATGGTCAACATTTGGATGCATGGTTTACTCGATCATTTTATAAGAATATGTTAG 
      rabbit3_chro.30149  (181) TTTATGATGGTCAACATTTGGATGCATGGTTTACTCGATCATTTTATAAGAATATGTTAG 
      rabbit4_chro.30149  (181) TTTATGATGGTCAACATTTGGATGCATGGTTTACTCGATCATTTTATAAGAATATGTTAG 
         Iowa_chro.30149  (181) TTTATGATGGTCAACATTTGGATGCATGGTTTACTCGATCATTTTATAAGAATATGTTAG 
      moredun_chro.30149  (181) TTTATGATGGTCAACATTTGGATGCATGGTTTACTCGATCATTTTATAAGAATATGTTAG 
          cp2_chro.30149  (181) TTTATGATGGTCAACATTTGGATGCATGGTTTACTCGATCATTTTATAAGAATATGTTAG 
          cp3_chro.30149  (181) TTTATGATGGTCAACATTTGGATGCATGGTTTACTCGATCATTTTATAAGAATATGTTAG 
c.meleagridis_chro.30149  (181) TTTATGATGGTCAACATTTGGATGCATGGTTTACTCGATCATTTTATAAGAACATGTTAG 
                                241                                                      300 
          ch2_chro.30149  (241) GACAACCAATAACACCATCAGATGCAGAATCAATAGATCCTGAACTTTATAAGAATTTGA 
          ch3_chro.30149  (241) GACAACCAATAACACCATCAGATGCAGAATCAATAGATCCTGAACTTTATAAGAATTTGA 
          ch4_chro.30149  (241) GACAACCAATAACACCATCAGATGCAGAATCAATAGATCCTGAACTTTATAAGAATTTGA 
        TU502_chro.30149  (241) GACAACCAATAACACCATCAGATGCAGAATCAATAGATCCTGAACTTTATAAGAATTTGA 
      rabbit1_chro.30149  (241) GACAACCAATAACACCATCAGATGCAGAATCAATAGATCCTGAACTTTATAAGAATTTGA 
      rabbit2_chro.30149  (241) GACAACCAATAACACCATCAGATGCAGAATCAATAGATCCTGAACTTTATAAGAATTTGA 
      rabbit3_chro.30149  (241) GACAACCAATAACACCATCAGATGCAGAATCAATAGATCCTGAACTTTATAAGAATTTGA 
      rabbit4_chro.30149  (241) GACAACCAATAACACCATCAGATGCAGAATCAATAGATCCTGAACTTTATAAGAATTTGA 
         Iowa_chro.30149  (241) GACAACCAATAACACCATCAGATGCAGAATCAATAGATCCTGAACTTTATAAGAATTTGA 
      moredun_chro.30149  (241) GACAACCAATAACACCATCAGATGCAGAATCAATAGATCCTGAACTTTATAAGAATTTGA 
          cp2_chro.30149  (241) GACAACCAATAACACCATCAGATGCAGAATCAATAGATCCTGAACTTTATAAGAATTTGA 
          cp3_chro.30149  (241) GACAACCAATAACACCATCAGATGCAGAATCAATAGATCCTGAACTTTATAAGAATTTGA 
c.meleagridis_chro.30149  (241) GACAGCCAATAACACCGTCAGACGCAGAATCAATAGATCCTGAACTTTATAAGAATTTGA 
                                301 
          ch2_chro.30149  (301) ATGTAATG 
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          ch3_chro.30149  (301) ATGTAATG 
          ch4_chro.30149  (301) ATGTAATG 
        TU502_chro.30149  (301) ATGTAATG 
      rabbit1_chro.30149  (301) ATGTAATG 
      rabbit2_chro.30149  (301) ATGTAATG 
      rabbit3_chro.30149  (301) ATGTAATG 
      rabbit4_chro.30149  (301) ATGTAATG 
         Iowa_chro.30149  (301) ATGTAATG 
      moredun_chro.30149  (301) ATGTAATG 
          cp2_chro.30149  (301) ATGTAATG 
          cp3_chro.30149  (301) ATGTAATG 
c.meleagridis_chro.30149  (301) ATGTAATG 

 
 
 
 
 
 
 
                              1                                                         60 
        ch2_chro.20156    (1) TTTCGCTTGAAGCCGTAAACTTTAGGATGTTACCAAGGGCAGAGTCTCAAAAAGAATGTA 
        ch3_chro.20156    (1) TTTCGCTTGAAGCCGTAAACTTTAGGATGTTACCAAGGGCAGAGTCTCAAAAAGAATGTA 
        ch4_chro.20156    (1) TTTCGCTTGAAGCCGTAAACTTTAGGATGTTACCAAGGGCAGAGTCTCAAAAAGAATGTA 
      TU502_chro.20156    (1) TTTCGCTTGAAGCCGTAAACTTTAGGATGTTACCAAGGGCAGAGTCTCAAAAAGAATGTA 
    rabbit1_chro.20156    (1) TTTCGCTTGAAGCCGTAAACTTTAGGATGTTACCAAGGGCAGAGTCTCAAAAAGAATGTA 
    rabbit2_chro.20156    (1) TTTCGCTTGAAGCCGTAAACTTTAGGATGTTACCAAGGGCAGAGTCTCAAAAAGAATGTA 
    rabbit3_chro.20156    (1) TTTCGCTTGAAGCCGTAAACTTTAGGATGTTACCAAGGGCAGAGTCTCAAAAAGAATGTA 
    rabbit4_chro.20156    (1) TTTCGCTTGAAGCCGTAAACTTTAGGATGTTACCAAGGGCAGAGTCTCAAAAAGAATGTA 
        cp2_chro.20156    (1) TTTCGCTTGAAGCCGTAAACTTTAGGATGTTACCAAGGGCAGAGTCTCAAAAAGAATGTA 
        cp3_chro.20156    (1) TTTCGCTTGAAGCCGTAAACTTTAGGATGTTACCAAGGGCAGAGTCTCAAAAAGAATGTA 
        cp4_chro.20156    (1) TTTCGCTTGAAGCCGTAAACTTTAGGATGTTACCAAGGGCAGAGTCTCAAAAAGAATGTA 
       Iowa_chro.20156    (1) TTTCGCTTGAAGCCGTAAACTTTAGGATGTTACCAAGGGCAGAGTCTCAAAAAGAATGTA 
    Moredun_chro.20156    (1) TTTCGCTTGAAGCCGTAAACTTTAGGATGTTACCAAGGGCAGAGTCTCAAAAAGAATGTA 
        w65_chro.20156    (1) TTTCGCTTGAAGCCGTAAACTTTAGGATGTTACCAAGGGCAGAGTCTCAAAAAGAATGTA 
        w66_chro.20156    (1) TTTCGCTTGAAGCCGTAAACTTTAGGATGTTACCAAGGGCAGAGTCTCAAAAAGAATGTA 
        w67_chro.20156    (1) TTTCGCTTGAAGCCGTAAACTTTAGGATGTTACCAAGGGCAGAGTCTCAAAAAGAATGTA 
        w70_chro.20156    (1) TTTCGCTTGAAGCCGTAAACTTTAGGATGTTACCAAGGGCAGAGTCTCAAAAAGAATGTA 
                              61                                                       120 
        ch2_chro.20156   (61) AACTGCCAAGCGGAAAAAAGAGTAGTAGAATTTTATGTTTTACAACGGCAGGAAGACGGC 
        ch3_chro.20156   (61) AACTGCCAAGCGGAAAAAAGAGTAGTAGAATTTTATGTTTTACAACGGCAGGAAGACGGC 
        ch4_chro.20156   (61) AACTGCCAAGCGGAAAAAAGAGTAGTAGAATTTTATGTTTTACAACGGCAGGAAGACGGC 
      TU502_chro.20156   (61) AACTGCCAAGCGGAAAAAAGAGTAGTAGAATTTTATGTTTTACAACGGCAGGAAGACGGC 
    rabbit1_chro.20156   (61) AACTGCCAAGCGGAAAAAAGAGTAGTAGAATTTTATGTTTTACAACGGCAGGAAGACGGC 
    rabbit2_chro.20156   (61) AACTGCCAAGCGGAAAAAAGAGTAGTAGAATTTTATGTTTTACAACGGCAGGAAGACGGC 
    rabbit3_chro.20156   (61) AACTGCCAAGCGGAAAAAAGAGTAGTAGAATTTTATGTTTTACAACGGCAGGAAGACGGC 
    rabbit4_chro.20156   (61) AACTGCCAAGCGGAAAAAAGAGTAGTAGAATTTTATGTTTTACAACGGCAGGAAGACGGC 
        cp2_chro.20156   (61) AACTGCCAAGCGGAAAAAAGAGTAGTAGAATTTTATGTTTTACAACAGCAGGAAGACGGC 
        cp3_chro.20156   (61) AACTGCCAAGCGGAAAAAAGAGTAGTAGAATTTTATGTTTTACAACAGCAGGAAGACGGC 
        cp4_chro.20156   (61) AACTGCCAAGCGGAAAAAAGAGTAGTAGAATTTTATGTTTTACAACAGCAGGAAGACGGC 
       Iowa_chro.20156   (61) AACTGCCAAGCGGAAAAAAGAGTAGTAGAATTTTATGTTTTACAACAGCAGGAAGACGGC 
    Moredun_chro.20156   (61) AACTGCCAAGCGGAAAAAAGAGTAGTAGAATTTTATGTTTTACAACAGCAGGAAGACGGC 
        w65_chro.20156   (61) AACTGCCAAGCGGAAAAAAGAGTAGTAGAATTTTATGTTTTACAACAGCAGGAAGACGGC 
        w66_chro.20156   (61) AACTGCCAAGCGGAAAAAAGAGTAGTAGAATTTTATGTTTTACAACAGCAGGAAGACGGC 
        w67_chro.20156   (61) AACTGCCAAGCGGAAAAAAGAGTAGTAGAATTTTATGTTTTACAACAGCAGGAAGACGGC 
        w70_chro.20156   (61) AACTGCCAAGCGGAAAAAAGAGTAGTAGAATTTTATGTTTTACAACAGCAGGAAGACGGC 
                              121                                                      180 
        ch2_chro.20156  (121) ATATTGATCCAACCGAACAAATGATTGAGACAATGTCAATATCAAATCCTGAAGATATAG 
        ch3_chro.20156  (121) ATATTGATCCAACCGAACAAATGATTGAGACAATGTCAATATCAAATCCTGAAGATATAG 
        ch4_chro.20156  (121) ATATTGATCCAACCGAACAAATGATTGAGACAATGTCAATATCAAATCCTGAAGATATAG 
      TU502_chro.20156  (121) ATATTGATCCAACCGAACAAATGATTGAGACAATGTCAATATCAAATCCTGAAGATATAG 
    rabbit1_chro.20156  (121) ATATTGATCCAACCGAACAAATGATTGAGACAATGTCAATATCAAATCCTGAAGATATAG 
    rabbit2_chro.20156  (121) ATATTGATCCAACCGAACAAATGATTGAGACAATGTCAATATCAAATCCTGAAGATATAG 
    rabbit3_chro.20156  (121) ATATTGATCCAACCGAACAAATGATTGAGACAATGTCAATATCAAATCCTGAAGATATAG 
    rabbit4_chro.20156  (121) ATATTGATCCAACCGAACAAATGATTGAGACAATGTCAATATCAAATCCTGAAGATATAG 
        cp2_chro.20156  (121) ATATTGATCCAACCGAACAAATGATTGAGACAATGTCAATATCAAATCCTGAAGATATAG 
        cp3_chro.20156  (121) ATATTGATCCAACCGAACAAATGATTGAGACAATGTCAATATCAAATCCTGAAGATATAG 
        cp4_chro.20156  (121) ATATTGATCCAACCGAACAAATGATTGAGACAATGTCAATATCAAATCCTGAAGATATAG 
       Iowa_chro.20156  (121) ATATTGATCCAACCGAACAAATGATTGAGACAATGTCAATATCAAATCCTGAAGATATAG 
    Moredun_chro.20156  (121) ATATTGATCCAACCGAACAAATGATTGAGACAATGTCAATATCAAATCCTGAAGATATAG 
        w65_chro.20156  (121) ATATTGATCCAACCGAACAAATGATTGAGACAATGTCAATATCAAATCCTGAAGATATAG 
        w66_chro.20156  (121) ATATTGATCCAACCGAACAAATGATTGAGACAATGTCAATATCAAATCCTGAAGATATAG 
        w67_chro.20156  (121) ATATTGATCCAACCGAACAAATGATTGAGACAATGTCAATATCAAATCCTGAAGATATAG 
        w70_chro.20156  (121) ATATTGATCCAACCGAACAAATGATTGAGACAATGTCAATATCAAATCCTGAAGATATAG 
                              181                                                      240 
        ch2_chro.20156  (181) AAGAAAGTCCAGCTCAAGTAAATGAAGTCGAAAACATGGTCCCAGAAAACTTGCCTGGTA 
        ch3_chro.20156  (181) AAGAAAGTCCAGCTCAAGTAAATGAAGTCGAAAACATGGTCCCAGAAAACTTGCCTGGTA 
        ch4_chro.20156  (181) AAGAAAGTCCAGCTCAAGTAAATGAAGTCGAAAACATGGTCCCAGAAAACTTGCCTGGTA 
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      TU502_chro.20156  (181) AAGAAAGTCCAGCTCAAGTAAATGAAGTCGAAAACATGGTCCCAGAAAACTTGCCTGGTA 
    rabbit1_chro.20156  (181) AAGAAAGTCCAGCTCTAGTAAATGAAGTCGAAAACATGGTCCCAGAAAACTTGCCTGGTA 
    rabbit2_chro.20156  (181) AAGAAAGTCCAGCTCTAGTAAATGAAGTCGAAAACATGGTCCCAGAAAACTTGCCTGGTA 
    rabbit3_chro.20156  (181) AAGAAAGTCCAGCTCTAGTAAATGAAGTCGAAAACATGGTCCCAGAAAACTTGCCTGGTA 
    rabbit4_chro.20156  (181) AAGAAAGTCCAGCTCTAGTAAATGAAGTCGAAAACATGGTCCCAGAAAACTTGCCTGGTA 
        cp2_chro.20156  (181) AAGAAGGTCCAGCTCAAGTAAATGAAGCCGAAAACATGGTCCCAGACCACTTGCCTGGTA 
        cp3_chro.20156  (181) AAGAAGGTCCAGCTCAAGTAAATGAAGCCGAAAACATGGTCCCAGACCACTTGCCTGGTA 
        cp4_chro.20156  (181) AAGAAGGTCCAGCTCAAGTAAATGAAGCCGAAAACATGGTCCCAGACCACTTGCCTGGTA 
       Iowa_chro.20156  (181) AAGAAGGTCCAGCTCAAGTAAATGAAGCCGAAAACATGGTCCCAGACCACTTGCCTGGTA 
    Moredun_chro.20156  (181) AAGAAGGTCCAGCTCAAGTAAATGAAGCCGAAAACATGGTCCCAGACCACTTGCCTGGTA 
        w65_chro.20156  (181) AAGAAGGTCCAGCTCAAGTAAATGAAGCCGAAAACATGGTCCCAGACCACTTGCCTGGTA 
        w66_chro.20156  (181) AAGAAGGTCCAGCTCAAGTAAATGAAGCCGAAAACATGGTCCCAGACCACTTGCCTGGTA 
        w67_chro.20156  (181) AAGAAGGTCCAGCTCAAGTAAATGAAGCCGAAAACATGGTCCCAGACCACTTGCCTGGTA 
        w70_chro.20156  (181) AAGAAGGTCCAGCTCAAGTAAATGAAGCCGAAAACATGGTCCCAGACCACTTGCCTGGTA 
                              241 
        ch2_chro.20156  (241) TCAATGCC 
        ch3_chro.20156  (241) TCAATGCC 
        ch4_chro.20156  (241) TCAATGCC 
      TU502_chro.20156  (241) TCAATGCC 
    rabbit1_chro.20156  (241) TCAATGCC 
    rabbit2_chro.20156  (241) TCAATGCC 
    rabbit3_chro.20156  (241) TCAATGCC 
    rabbit4_chro.20156  (241) TCAATGCC 
        cp2_chro.20156  (241) TCAATGCC 
        cp3_chro.20156  (241) TCAATGCC 
        cp4_chro.20156  (241) TCAATGCC 
       Iowa_chro.20156  (241) TCAATGCC 
    Moredun_chro.20156  (241) TCAATGCC 
        w65_chro.20156  (241) TCAATGCC 
        w66_chro.20156  (241) TCAATGCC 
        w67_chro.20156  (241) TCAATGCC 
        w70_chro.20156  (241) TCAATGCC 

 
 
 
 
 
 
 
 
 
 
                                1                                                         60 
          ch2_chro.50317    (1) GGTCTCGGTCTGATCGCAAAAAAGAACCAAAGAGTGAGGATGACAGTGGAAATAATACTA 
          ch3_chro.50317    (1) GGTCTCGGTCTGATCGCAAAAAAGAACCAAAGAGTGAGGATGACAGTGGAAATAATACTA 
          ch4_chro.50317    (1) GGTCTCGGTCTGATCGCAAAAAAGAACCAAAGAGTGAGGATGACAGTGGAAATAATACTA 
        TU502_chro.50317    (1) GGTCTCGGTCTGATCGCAAAAAAGAACCAAAGAGTGAGGATGACAGTGGAAATAATACTA 
      rabbit1_chro.50317    (1) GGTCTCGGTCTGATCGCAAAAAAGAACCAAAGAGTGAGGATGACAGTGGAAATAATACTA 
      rabbit2_chro.50317    (1) GGTCTCGGTCTGATCGCAAAAAAGAACCAAAGAGTGAGGATGACAGTGGAAATAATACTA 
      rabbit3_chro.50317    (1) GGTCTCGGTCTGATCGCAAAAAAGAACCAAAGAGTGAGGATGACAGTGGAAATAATACTA 
      rabbit4_chro.50317    (1) GGTCTCGGTCTGATCGCAAAAAAGAACCAAAGAGTGAGGATGACAGTGGAAATAATACTA 
          cp2_chro.50317    (1) GGTCTCGGCCTGATCGCAAAAAAGAACCAAAGAGTGAGGATGACAGTGGAAATAATACTA 
          cp3_chro.50317    (1) GGTCTCGGCCTGATCGCAAAAAAGAACCAAAGAGTGAGGATGACAGTGGAAATAATACTA 
          cp4_chro.50317    (1) GGTCTCGGCCTGATCGCAAAAAAGAACCAAAGAGTGAGGATGACAGTGGAAATAATACTA 
         Iowa_chro.50317    (1) GGTCTCGGCCTGATCGCAAAAAAGAACCAAAGAGTGAGGATGACAGTGGAAATAATACTA 
      Moredun_chro.50317    (1) GGTCTCGGCCTGATCGCAAAAAAGAACCAAAGAGTGAGGATGACAGTGGAAATAATACTA 
          w65_chro.50317    (1) GGTCTCGGCCTGATCGCAAAAAAGAACCAAAGAGTGAGGATGACAGTGGAAATAATACTA 
          w66_chro.50317    (1) GGTCTCGGCCTGATCGCAAAAAAGAACCAAAGAGTGAGGATGACAGTGGAAATAATACTA 
          w67_chro.50317    (1) GGTCTCGGCCTGATCGCAAAAAAGAACCAAAGAGTGAGGATGACAGTGGAAATAATACTA 
          w70_chro.50317    (1) GGTCTCGGCCTGATCGCAAAAAAGAACCAAAGAGTGAGGATGACAGTGGAAATAATACTA 
C.meleagridis_chro.50317    (1) ------------------- ---- GAACCAAAGAGCGAGGATGACAATGGAAATAATACTA 
                                61                                                       120 
          ch2_chro.50317   (61) AAAAGGAAGAAATTGATGATGCAGATAATGATATGAATAATGAAATGGATGGAGATGATA 
          ch3_chro.50317   (61) AAAAGGAAGAAATTGATGATGCAGATAATGATATGAATAATGAAATGGATGGAGATGATA 
          ch4_chro.50317   (61) AAAAGGAAGAAATTGATGATGCAGATAATGATATGAATAATGAAATGGATGGAGATGATA 
        TU502_chro.50317   (61) AAAAGGAAGAAATTGATGATGCAGATAATGATATGAATAATGAAATGGATGGAGATGATA 
      rabbit1_chro.50317   (61) AAAAGGAAGAAATTGATGATGCAGATAATGATATGAATAATGAAATGGATGGAGATGATA 
      rabbit2_chro.50317   (61) AAAAGGAAGAAATTGATGATGCAGATAATGATATGAATAATGAAATGGATGGAGATGATA 
      rabbit3_chro.50317   (61) AAAAGGAAGAAATTGATGATGCAGATAATGATATGAATAATGAAATGGATGGAGATGATA 
      rabbit4_chro.50317   (61) AAAAGGAAGAAATTGATGATGCAGATAATGATATGAATAATGAAATGGATGGAGATGATA 
          cp2_chro.50317   (61) AAAAGGAAGAAATTGATGATGTAGATAATGATATGAATAATGAAATGGATGGAGATGATA 
          cp3_chro.50317   (61) AAAAGGAAGAAATTGATGATGTAGATAATGATATGAATAATGAAATGGATGGAGATGATA 
          cp4_chro.50317   (61) AAAAGGAAGAAATTGATGATGTAGATAATGATATGAATAATGAAATGGATGGAGATGATA 
         Iowa_chro.50317   (61) AAAAGGAAGAAATTGATGATGTAGATAATGATATGAATAATGAAATGGATGGAGATGATA 
      Moredun_chro.50317   (61) AAAAGGAAGAAATTGATGATGTAGATAATGATATGAATAATGAAATGGATGGAGATGATA 
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          w65_chro.50317   (61) AAAAGGAAGAAATTGATGATGTAGATAATGATATGAATAATGAAATGGATGGAGATGATA 
          w66_chro.50317   (61) AAAAGGAAGAAATTGATGATGTAGATAATGATATGAATAATGAAATGGATGGAGATGATA 
          w67_chro.50317   (61) AAAAGGAAGAAATTGATGATGTAGATAATGATATGAATAATGAAATGGATGGAGATGATA 
          w70_chro.50317   (61) AAAAGGAAGAAATTGATGATGTAGATAATGATATGAATAATGAAATGGATGGAGATGATA 
C.meleagridis_chro.50317   (38) AAAAAGAAGAGATGGATGATGGAGATAATGATATGAATAATGAAATGGACGGAGATGATA 
                                121                                                      180 
          ch2_chro.50317  (121) AAGATAAAAACGATGATGATGATAATTCATCGGTAGAATCTTCATCATCAACTTCCGAGG 
          ch3_chro.50317  (121) AAGATAAAAACGATGATGATGATAATTCATCGGTAGAATCTTCATCATCAACTTCCGAGG 
          ch4_chro.50317  (121) AAGATAAAAACGATGATGATGATAATTCATCGGTAGAATCTTCATCATCAACTTCCGAGG 
        TU502_chro.50317  (121) AAGATAAAAACGATGATGATGATAATTCATCGGTAGAATCTTCATCATCAACTTCCGAGG 
      rabbit1_chro.50317  (121) AAGATAAAAACGATGATGATGATAATTCATCGGTAGAATCTTCATCATCAACTTCCGAGG 
      rabbit2_chro.50317  (121) AAGATAAAAACGATGATGATGATAATTCATCGGTAGAATCTTCATCATCAACTTCCGAGG 
      rabbit3_chro.50317  (121) AAGATAAAAACGATGATGATGATAATTCATCGGTAGAATCTTCATCATCAACTTCCGAGG 
      rabbit4_chro.50317  (121) AAGATAAAAACGATGATGATGATAATTCATCGGTAGAATCTTCATCATCAACTTCCGAGG 
          cp2_chro.50317  (121) AAGATAAAAACGATGATGATGATAATTCATCGGTAGAATCTTCATCATCAACTTCCGAGG 
          cp3_chro.50317  (121) AAGATAAAAACGATGATGATGATAATTCATCGGTAGAATCTTCATCATCAACTTCCGAGG 
          cp4_chro.50317  (121) AAGATAAAAACGATGATGATGATAATTCATCGGTAGAATCTTCATCATCAACTTCCGAGG 
         Iowa_chro.50317  (121) AAGATAAAAACGATGATGATGATAATTCATCGGTAGAATCTTCATCATCAACTTCCGAGG 
      Moredun_chro.50317  (121) AAGATAAAAACGATGATGATGATAATTCATCGGTAGAATCTTCATCATCAACTTCCGAGG 
          w65_chro.50317  (121) AAGATAAAAACGATGATGATGATAATTCATCGGTAGAATCTTCATCATCAACTTCCGAGG 
          w66_chro.50317  (121) AAGATAAAAACGATGATGATGATAATTCATCGGTAGAATCTTCATCATCAACTTCCGAGG 
          w67_chro.50317  (121) AAGATAAAAACGATGATGATGATAATTCATCGGTAGAATCTTCATCATCAACTTCCGAGG 
          w70_chro.50317  (121) AAGATAAAAACGATGATGATGATAATTCATCGGTAGAATCTTCATCATCAACTTCCGAGG 
C.meleagridis_chro.50317   (98) AAGATGAAAACGAAGATGATGATAATTCATCTTTAGAATCTTCATCATCAACTTCCGAGG 
                                181                                                      240 
          ch2_chro.50317  (181) AGGAAAATGGTAAAGATGATAGTGATGAAGAAACTGAAATGAATAATGGAAAATTTACTG 
          ch3_chro.50317  (181) AGGAAAATGGTAAAGATGATAGTGATGAAGAAACTGAAATGAATAATGGAAAATTTACTG 
          ch4_chro.50317  (181) AGGAAAATGGTAAAGATGATAGTGATGAAGAAACTGAAATGAATAATGGAAAATTTACTG 
        TU502_chro.50317  (181) AGGAAAATGGTAAAGATGATAGTGATGAAGAAACTGAAATGAATAATGGAAAATTTACTG 
      rabbit1_chro.50317  (181) AGGAAAATGGTAAAGATGATAGTGATGAAGAAACTGAAATGAATAATGGAAAATTTACTG 
      rabbit2_chro.50317  (181) AGGAAAATGGTAAAGATGATAGTGATGAAGAAACTGAAATGAATAATGGAAAATTTACTG 
      rabbit3_chro.50317  (181) AGGAAAATGGTAAAGATGATAGTGATGAAGAAACTGAAATGAATAATGGAAAATTTACTG 
      rabbit4_chro.50317  (181) AGGAAAATGGTAAAGATGATAGTGATGAAGAAACTGAAATGAATAATGGAAAATTTACTG 
          cp2_chro.50317  (181) AGGAAAATGGTAAAGATGATAGTGATGAAGAAACTGAAATGAATAATGGAAAATTTACTG 
          cp3_chro.50317  (181) AGGAAAATGGTAAAGATGATAGTGATGAAGAAACTGAAATGAATAATGGAAAATTTACTG 
          cp4_chro.50317  (181) AGGAAAATGGTAAAGATGATAGTGATGAAGAAACTGAAATGAATAATGGAAAATTTACTG 
         Iowa_chro.50317  (181) AGGAAAATGGTAAAGATGATAGTGATGAAGAAACTGAAATGAATAATGGAAAATTTACTG 
      Moredun_chro.50317  (181) AGGAAAATGGTAAAGATGATAGTGATGAAGAAACTGAAATGAATAATGGAAAATTTACTG 
          w65_chro.50317  (181) AGGAAAATGGTAAAGATGATAGTGATGAAGAAACTGAAATGAATAATAGAAAATTTACTG 
          w66_chro.50317  (181) AGGAAAATGGTAAAGATGATAGTGATGAAGAAACTGAAATGAATAATAGAAAATTTACTG 
          w67_chro.50317  (181) AGGAAAATGGTAAAGATGATAGTGATGAAGAAACTGAAATGAATAATAGAAAATTTACTG 
          w70_chro.50317  (181) AGGAAAATGGTAAAGATGATAGTGATGAAGAAACTGAAATGAATAATAGAAAATTTACTG 
C.meleagridis_chro.50317  (155) AGGAAAATGGTAAAGATGATAGCGATGAAGAAAGTGAAGTTAATAATGGGAAATTTACAG 
                                241                                                   297 
          ch2_chro.50317  (241) AAGAGGCTAATGAGAATGATGAGTCTGGAAGTGAAGAAGATGGAGATTTAGTTAGGA 
          ch3_chro.50317  (241) AAGAGGCTAATGAGAATGATGAGTCTGGAAGTGAAGAAGATGGAGATTTAGTTAGGA 
          ch4_chro.50317  (241) AAGAGGCTAATGAGAATGATGAGTCTGGAAGTGAAGAAGATGGAGATTTAGTTAGGA 
        TU502_chro.50317  (241) AAGAGGCTAATGAGAATGATGAGTCTGGAAGTGAAGAAGATGGAGATTTAGTTAGGA 
      rabbit1_chro.50317  (241) AAGAGGCTAATGAGAATGATGAGTCTGGAAGTGAAGAAGATGGAGATTTAGTTAGGA 
      rabbit2_chro.50317  (241) AAGAGGCTAATGAGAATGATGAGTCTGGAAGTGAAGAAGATGGAGATTTAGTTAGGA 
      rabbit3_chro.50317  (241) AAGAGGCTAATGAGAATGATGAGTCTGGAAGTGAAGAAGATGGAGATTTAGTTAGGA 
      rabbit4_chro.50317  (241) AAGAGGCTAATGAGAATGATGAGTCTGGAAGTGAAGAAGATGGAGATTTAGTTAGGA 
          cp2_chro.50317  (241) AAGAAGCTAATGAGAATGATGAATCTGGAAGTGAAGAAGATGGAGATTTAGTTAGGA 
          cp3_chro.50317  (241) AAGAAGCTAATGAGAATGATGAATCTGGAAGTGAAGAAGATGGAGATTTAGTTAGGA 
          cp4_chro.50317  (241) AAGAAGCTAATGAGAATGATGAATCTGGAAGTGAAGAAGATGGAGATTTAGTTAGGA 
         Iowa_chro.50317  (241) AAGAAGCTAATGAGAATGATGAATCTGGAAGTGAAGAAGATGGAGATTTAGTTAGGA 
      Moredun_chro.50317  (241) AAGAAGCTAATGAGAATGATGAATCTGGAAGTGAAGAAGATGGAGATTTAGTTAGGA 
          w65_chro.50317  (241) AAGAAGCTAATGAGAATGATGAATCTGGAAGTGAAGAAGATGGAGATTTAGTTAGGA 
          w66_chro.50317  (241) AAGAAGCTAATGAGAATGATGAATCTGGAAGTGAAGAAGATGGAGATTTAGTTAGGA 
          w67_chro.50317  (241) AAGAAGCTAATGAGAATGATGAATCTGGAAGTGAAGAAGATGGAGATTTAGTTAGGA 
          w70_chro.50317  (241) AAGAAGCTAATGAGAATGATGAATCTGGAAGTGAAGAAGATGGAGATTTAGTTAGGA 
C.meleagridis_chro.50317  (215) AAGAGGCTAATGAGAATGATGAGTCTGGAAGTGAAGAAGATGGAGATTTAGTCAGGA 
                                298                                                      360 
          ch2_chro.50317  (298) GGAGTTTAAATGGAAGGAATAATTTTACTGGTGAAAATCTAACGGAGAATGATTCAAAAA 
          ch3_chro.50317  (298) GGAGTTTAAATGGAAGGAATAATTTTACTGGTGAAAATCTAACGGAGAATGATTCAAAAA 
          ch4_chro.50317  (298) GGAGTTTAAATGGAAGGAATAATTTTACTGGTGAAAATCTAACGGAGAATGATTCAAAAA 
        TU502_chro.50317  (298) GGAGTTTAAATGGAAGGAATAATTTTACTGGTGAAAATCTAACGGAGAATGATTCAAAAA 
      rabbit1_chro.50317  (298) GGAGTTTAAATGCAAGGAATAATTTTACTGGTGAAAATCTAACGGAGAATGATTCAAAAA 
      rabbit2_chro.50317  (298) GGAGTTTAAATGCAAGGAATAATTTTACTGGTGAAAATCTAACGGAGAATGATTCAAAAA 
      rabbit3_chro.50317  (298) GGAGTTTAAATGCAAGGAATAATTTTACTGGTGAAAATCTAACGGAGAATGATTCAAAAA 
      rabbit4_chro.50317  (298) GGAGTTTAAATGCAAGGAATAATTTTACTGGTGAAAATCTAACGGAGAATGATTCAAAAA 
          cp2_chro.50317  (298) GGAGTTTAAGTGCAAGGAATAGTTTTACTGGTGAAAATCTAATGGAGAATGATTCAAAAA 
          cp3_chro.50317  (298) GGAGTTTAAGTGCAAGGAATAGTTTTACTGGTGAAAATCTAATGGAGAATGATTCAAAAA 
          cp4_chro.50317  (298) GGAGTTTAAGTGCAAGGAATAGTTTTACTGGTGAAAATCTAATGGAGAATGATTCAAAAA 
         Iowa_chro.50317  (298) GGAGTTTAAGTGCAAGGAATAGTTTTACTGGTGAAAATCTAATGGAGAATGATTCAAAAA 
      Moredun_chro.50317  (298) GGAGTTTAAGTGCAAGGAATAGTTTTACTGGTGAAAATCTAATGGAGAATGATTCAAAAA 
          w65_chro.50317  (298) GGAGTTTAAATGCAAGGAATAGTTTTACTGGTGAAAATCTAATGGAGAATGATTCAAAAA 
          w66_chro.50317  (298) GGAGTTTAAATGCAAGGAATAGTTTTACTGGTGAAAATCTAATGGAGAATGATTCAAAAA 
          w67_chro.50317  (298) GGAGTTTAAATGCAAGGAATAGTTTTACTGGTGAAAATCTAATGGAGAATGATTCAAAAA 
          w70_chro.50317  (298) GGAGTTTAAATGCAAGGAATAGTTTTACTGGTGAAAATCTAATGGAGAATGATTCAAAAA 
C.meleagridis_chro.50317  (275) AA AGTTTAAATGCAAGGAATAGTTTTGCTGGTGGAAATCTAATGGAGAATGATTCAAAAA 
                                361                                                      420 
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          ch2_chro.50317  (358) TACCATGCATAAACTTAAAAATCTTGACTAAAGATGTATTAAAACATGTCATTGATTTTA 
          ch3_chro.50317  (358) TACCATGCATAAACTTAAAAATCTTGACTAAAGATGTATTAAAACATGTCATTGATTTTA 
          ch4_chro.50317  (358) TACCATGCATAAACTTAAAAATCTTGACTAAAGATGTATTAAAACATGTCATTGATTTTA 
        TU502_chro.50317  (358) TACCATGCATAAACTTAAAAATCTTGACTAAAGATGTATTAAAACATGTCATTGATTTTA 
      rabbit1_chro.50317  (358) TACCATGCATAAACTTAAAAATCTTGACTAAAGATGTATTAAAACATGTCATTGATTTTA 
      rabbit2_chro.50317  (358) TACCATGCATAAACTTAAAAATCTTGACTAAAGATGTATTAAAACATGTCATTGATTTTA 
      rabbit3_chro.50317  (358) TACCATGCATAAACTTAAAAATCTTGACTAAAGATGTATTAAAACATGTCATTGATTTTA 
      rabbit4_chro.50317  (358) TACCATGCATAAACTTAAAAATCTTGACTAAAGATGTATTAAAACATGTCATTGATTTTA 
          cp2_chro.50317  (358) TACCATGCATAAACTTAAAAATCTTGACTAAAGATGTATTAAAACATGTCATTGATTTTA 
          cp3_chro.50317  (358) TACCATGCATAAACTTAAAAATCTTGACTAAAGATGTATTAAAACATGTCATTGATTTTA 
          cp4_chro.50317  (358) TACCATGCATAAACTTAAAAATCTTGACTAAAGATGTATTAAAACATGTCATTGATTTTA 
         Iowa_chro.50317  (358) TACCATGCATAAACTTAAAAATCTTGACTAAAGATGTATTAAAACATGTCATTGATTTTA 
      Moredun_chro.50317  (358) TACCATGCATAAACTTAAAAATCTTGACTAAAGATGTATTAAAACATGTCATTGATTTTA 
          w65_chro.50317  (358) TACCATGCATAAACTTAAAAATCTTGACTAAAGATGTATTAAAACATGTCATTGATTTTA 
          w66_chro.50317  (358) TACCATGCATAAACTTAAAAATCTTGACTAAAGATGTATTAAAACATGTCATTGATTTTA 
          w67_chro.50317  (358) TACCATGCATAAACTTAAAAATCTTGACTAAAGATGTATTAAAACATGTCATTGATTTTA 
          w70_chro.50317  (358) TACCATGCATAAACTTAAAAATCTTGACTAAAGATGTATTAAAACATGTCATTGATTTTA 
C.meleagridis_chro.50317  (335) TACCATCCATAAACTTAAAAATCTTGACTAAAGATGTACTAAAACATGTCATTGACTTTA 
                                421                                                      480 
          ch2_chro.50317  (418) ACATTGGTAGAAAAACCAATATTTTGAGTATTAAATTGGGGTGGCCAGTTATAAGATGCC 
          ch3_chro.50317  (418) ACATTGGTAGAAAAACCAATATTTTGAGTATTAAATTGGGGTGGCCAGTTATAAGATGCC 
          ch4_chro.50317  (418) ACATTGGTAGAAAAACCAATATTTTGAGTATTAAATTGGGGTGGCCAGTTATAAGATGCC 
        TU502_chro.50317  (418) ACATTGGTAGAAAAACCAATATTTTGAGTATTAAATTGGGGTGGCCAGTTATAAGATGCC 
      rabbit1_chro.50317  (418) ACATTGATAGAAAAACCAATATTTTGAGTATTAAATTGGGGTGGCCAGTTATAAGATGCC 
      rabbit2_chro.50317  (418) ACATTGATAGAAAAACCAATATTTTGAGTATTAAATTGGGGTGGCCAGTTATAAGATGCC 
      rabbit3_chro.50317  (418) ACATTGATAGAAAAACCAATATTTTGAGTATTAAATTGGGGTGGCCAGTTATAAGATGCC 
      rabbit4_chro.50317  (418) ACATTGATAGAAAAACCAATATTTTGAGTATTAAATTGGGGTGGCCAGTTATAAGATGCC 
          cp2_chro.50317  (418) ACATTGATAGAAAAACCAATATTTTGAGTATTAAATTGGGGTGGCCGGTTATAAGATGCC 
          cp3_chro.50317  (418) ACATTGATAGAAAAACCAATATTTTGAGTATTAAATTGGGGTGGCCGGTTATAAGATGCC 
          cp4_chro.50317  (418) ACATTGATAGAAAAACCAATATTTTGAGTATTAAATTGGGGTGGCCGGTTATAAGATGCC 
         Iowa_chro.50317  (418) ACATTGATAGAAAAACCAATATTTTGAGTATTAAATTGGGGTGGCCGGTTATAAGATGCC 
      Moredun_chro.50317  (418) ACATTGATAGAAAAACCAATATTTTGAGTATTAAATTGGGGTGGCCGGTTATAAGATGCC 
          w65_chro.50317  (418) ACATTGATAGAAAAACCAATATTTTGAGTATTAAATTGGGGTGGCCGGTTATAAGATGCC 
          w66_chro.50317  (418) ACATTGATAGAAAAACCAATATTTTGAGTATTAAATTGGGGTGGCCGGTTATAAGATGCC 
          w67_chro.50317  (418) ACATTGATAGAAAAACCAATATTTTGAGTATTAAATTGGGGTGGCCGGTTATAAGATGCC 
          w70_chro.50317  (418) ACATTGATAGAAAAACCAATATTTTGAGTATTAAATTGGGGTGGCCGGTTATAAGATGCC 
C.meleagridis_chro.50317  (395) ACATTGATAGAAAGACCAATATTTTGAGTATTAAATTGGGATGGCCGGTTATAAGATGTC 
                                481                                                      540 
          ch2_chro.50317  (478) CACATTATATTGATTTCTTACCTGTCTTAAAAAATTGTATTTTAAGGACAAATATCCAGT 
          ch3_chro.50317  (478) CACATTATATTGATTTCTTACCTGTCTTAAAAAATTGTATTTTAAGGACAAATATCCAGT 
          ch4_chro.50317  (478) CACATTATATTGATTTCTTACCTGTCTTAAAAAATTGTATTTTAAGGACAAATATCCAGT 
        TU502_chro.50317  (478) CACATTATATTGATTTCTTACCTGTCTTAAAAAATTGTATTTTAAGGACAAATATCCAGT 
      rabbit1_chro.50317  (478) CACATTATATTGATTTCTTACCTGTCTTAAAAAATTGTATTTTAAGGACAAATATCCAGT 
      rabbit2_chro.50317  (478) CACATTATATTGATTTCTTACCTGTCTTAAAAAATTGTATTTTAAGGACAAATATCCAGT 
      rabbit3_chro.50317  (478) CACATTATATTGATTTCTTACCTGTCTTAAAAAATTGTATTTTAAGGACAAATATCCAGT 
      rabbit4_chro.50317  (478) CACATTATATTGATTTCTTACCTGTCTTAAAAAATTGTATTTTAAGGACAAATATCCAGT 
          cp2_chro.50317  (478) CACATTATATTGATTTCTTACCTGTCTTAAAAAATTGTATTTTAAAGACAAATATCCAGT 
          cp3_chro.50317  (478) CACATTATATTGATTTCTTACCTGTCTTAAAAAATTGTATTTTAAAGACAAATATCCAGT 
          cp4_chro.50317  (478) CACATTATATTGATTTCTTACCTGTCTTAAAAAATTGTATTTTAAAGACAAATATCCAGT 
         Iowa_chro.50317  (478) CACATTATATTGATTTCTTACCTGTCTTAAAAAATTGTATTTTAAAGACAAATATCCAGT 
      Moredun_chro.50317  (478) CACATTATATTGATTTCTTACCTGTCTTAAAAAATTGTATTTTAAAGACAAATATCCAGT 
          w65_chro.50317  (478) CACATTATATTGATTTCTTACCTGTCTTAAAAAATTGTATTTTAAAGACAAATATTCAGT 
          w66_chro.50317  (478) CACATTATATTGATTTCTTACCTGTCTTAAAAAATTGTATTTTAAAGACAAATATTCAGT 
          w67_chro.50317  (478) CACATTATATTGATTTCTTACCTGTCTTAAAAAATTGTATTTTAAAGACAAATATTCAGT 
          w70_chro.50317  (478) CACATTATATTGATTTCTTACCTGTCTTAAAAAATTGTATTTTAAAGACAAATATTCAGT 
C.meleagridis_chro.50317  (455) CACATTATATTGATTTTTTACCTGTCTTAAAAAATTGTATTTTAAAAACAAATATCCATT 
                                541                                                      600 
          ch2_chro.50317  (538) CAATTTCATGTTTGAAAAATGCAAGAATTACTAGGAACCAGAAAGAAACTTCAGACAAAA 
          ch3_chro.50317  (538) CAATTTCATGTTTGAAAAATGCAAGAATTACTAGGAACCAGAAAGAAACTTCAGACAAAA 
          ch4_chro.50317  (538) CAATTTCATGTTTGAAAAATGCAAGAATTACTAGGAACCAGAAAGAAACTTCAGACAAAA 
        TU502_chro.50317  (538) CAATTTCATGTTTGAAAAATGCAAGAATTACTAGGAACCAGAAAGAAACTTCAGACAAAA 
      rabbit1_chro.50317  (538) CAATTTCATGTTTGAAAAATGCAAGAATTACTAGGAACCAGAAAGAAACTTCAGACAAAA 
      rabbit2_chro.50317  (538) CAATTTCATGTTTGAAAAATGCAAGAATTACTAGGAACCAGAAAGAAACTTCAGACAAAA 
      rabbit3_chro.50317  (538) CAATTTCATGTTTGAAAAATGCAAGAATTACTAGGAACCAGAAAGAAACTTCAGACAAAA 
      rabbit4_chro.50317  (538) CAATTTCATGTTTGAAAAATGCAAGAATTACTAGGAACCAGAAAGAAACTTCAGACAAAA 
          cp2_chro.50317  (538) CAATTTCATGTTTGAAAAATGCAAGAATTACTAGGAACCAGAAAGAAACTTCAGACAAAA 
          cp3_chro.50317  (538) CAATTTCATGTTTGAAAAATGCAAGAATTACTAGGAACCAGAAAGAAACTTCAGACAAAA 
          cp4_chro.50317  (538) CAATTTCATGTTTGAAAAATGCAAGAATTACTAGGAACCAGAAAGAAACTTCAGACAAAA 
         Iowa_chro.50317  (538) CAATTTCATGTTTGAAAAATGCAAGAATTACTAGGAACCAGAAAGAAACTTCAGACAAAA 
      Moredun_chro.50317  (538) CAATTTCATGTTTGAAAAATGCAAGAATTACTAGGAACCAGAAAGAAACTTCAGACAAAA 
          w65_chro.50317  (538) CAATTTCATGTTTGAAAAATGCAAGAATTACTAGGAACCAGAAAGAAACTTCAGACAAAA 
          w66_chro.50317  (538) CAATTTCATGTTTGAAAAATGCAAGAATTACTAGGAACCAGAAAGAAACTTCAGACAAAA 
          w67_chro.50317  (538) CAATTTCATGTTTGAAAAATGCAAGAATTACTAGGAACCAGAAAGAAACTTCAGACAAAA 
          w70_chro.50317  (538) CAATTTCATGTTTGAAAAATGCAAGAATTACTAGGAACCAGAAAGAAACTTCAGACAAAA 
C.meleagridis_chro.50317  (515) CAATTTCATGTTTGAAAAATGCAAGAATTACCAGGAACCAGAAGGAGACTTCAGACAAGA 
                                601                                                      660 
          ch2_chro.50317  (598) GTTTGTCTCAGTTTGAAGTTACTGTGGAGGGAACCAATGTAGGGCATGTTTTTAAGATTT 
          ch3_chro.50317  (598) GTTTGTCTCAGTTTGAAGTTACTGTGGAGGGAACCAATGTAGGGCATGTTTTTAAGATTT 
          ch4_chro.50317  (598) GTTTGTCTCAGTTTGAAGTTACTGTGGAGGGAACCAATGTAGGGCATGTTTTTAAGATTT 
        TU502_chro.50317  (598) GTTTGTCTCAGTTTGAAGTTACTGTGGAGGGAACCAATGTAGGGCATGTTTTTAAGATTT 
      rabbit1_chro.50317  (598) GTTTGTCTCAGTTTGAAGTTACTGTGGAGGGAACCAATGTAGGGCATGTTTTTAAGATTT 
      rabbit2_chro.50317  (598) GTTTGTCTCAGTTTGAAGTTACTGTGGAGGGAACCAATGTAGGGCATGTTTTTAAGATTT 
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      rabbit3_chro.50317  (598) GTTTGTCTCAGTTTGAAGTTACTGTGGAGGGAACCAATGTAGGGCATGTTTTTAAGATTT 
      rabbit4_chro.50317  (598) GTTTGTCTCAGTTTGAAGTTACTGTGGAGGGAACCAATGTAGGGCATGTTTTTAAGATTT 
          cp2_chro.50317  (598) GTTTGTCTCAGTTTGAAGTTACCGTGGAGGGAACCAATGTAGGGCATATTTTTAAGATTT 
          cp3_chro.50317  (598) GTTTGTCTCAGTTTGAAGTTACCGTGGAGGGAACCAATGTAGGGCATATTTTTAAGATTT 
          cp4_chro.50317  (598) GTTTGTCTCAGTTTGAAGTTACCGTGGAGGGAACCAATGTAGGGCATATTTTTAAGATTT 
         Iowa_chro.50317  (598) GTTTGTCTCAGTTTGAAGTTACCGTGGAGGGAACCAATGTAGGGCATATTTTTAAGATTT 
      Moredun_chro.50317  (598) GTTTGTCTCAGTTTGAAGTTACCGTGGAGGGAACCAATGTAGGGCATATTTTTAAGATTT 
          w65_chro.50317  (598) GTTTGTCTCAGTTTGAAGTTACCGTGGAGGGAACCAATGTAGGGCATATTTTTAAGATTT 
          w66_chro.50317  (598) GTTTGTCTCAGTTTGAAGTTACCGTGGAGGGAACCAATGTAGGGCATATTTTTAAGATTT 
          w67_chro.50317  (598) GTTTGTCTCAGTTTGAAGTTACCGTGGAGGGAACCAATGTAGGGCATATTTTTAAGATTT 
          w70_chro.50317  (598) GTTTGTCTCAGTTTGAAGTTACCGTGGAGGGAACCAATGTAGGGCATATTTTTAAGATTT 
C.meleagridis_chro.50317  (575) GTTTGTCTCAGTTTGAAGTTACTGTGGAGGGAACTAATGTGGGGCATATTTTTAAGATTT 
                                661                                                      720 
          ch2_chro.50317  (658) CGCCACGTTACATTAATCACGATAAAATTAGATTCAATGATATTCAAACAGTATATAAAT 
          ch3_chro.50317  (658) CGCCACGTTACATTAATCACGATAAAATTAGATTCAATGATATTCAAACAGTATATAAAT 
          ch4_chro.50317  (658) CGCCACGTTACATTAATCACGATAAAATTAGATTCAATGATATTCAAACAGTATATAAAT 
        TU502_chro.50317  (658) CGCCACGTTACATTAATCACGATAAAATTAGATTCAATGATATTCAAACAGTATATAAAT 
      rabbit1_chro.50317  (658) CGCCACGTTACATTAATCACGATAAAATTAGATTCAATGATATTCAAACAGTATATAAAT 
      rabbit2_chro.50317  (658) CGCCACGTTACATTAATCACGATAAAATTAGATTCAATGATATTCAAACAGTATATAAAT 
      rabbit3_chro.50317  (658) CGCCACGTTACATTAATCACGATAAAATTAGATTCAATGATATTCAAACAGTATATAAAT 
      rabbit4_chro.50317  (658) CGCCACGTTACATTAATCACGATAAAATTAGATTCAATGATATTCAAACAGTATATAAAT 
          cp2_chro.50317  (658) CGCCACGTTACATTAATCACGATAAAATTAGATTCAATGATATTCAAACAGTATATAAAT 
          cp3_chro.50317  (658) CGCCACGTTACATTAATCACGATAAAATTAGATTCAATGATATTCAAACAGTATATAAAT 
          cp4_chro.50317  (658) CGCCACGTTACATTAATCACGATAAAATTAGATTCAATGATATTCAAACAGTATATAAAT 
         Iowa_chro.50317  (658) CGCCACGTTACATTAATCACGATAAAATTAGATTCAATGATATTCAAACAGTATATAAAT 
      Moredun_chro.50317  (658) CGCCACGTTACATTAATCACGATAAAATTAGATTCAATGATATTCAAACAGTATATAAAT 
          w65_chro.50317  (658) CGCCACGTTACATTAATCACGATAAAATTAGATTCAATGATATTCAAACAGTATATAAAT 
          w66_chro.50317  (658) CGCCACGTTACATTAATCACGATAAAATTAGATTCAATGATATTCAAACAGTATATAAAT 
          w67_chro.50317  (658) CGCCACGTTACATTAATCACGATAAAATTAGATTCAATGATATTCAAACAGTATATAAAT 
          w70_chro.50317  (658) CGCCACGTTACATTAATCACGATAAAATTAGATTCAATGATATTCAAACAGTATATAAAT 
C.meleagridis_chro.50317  (635) CGCCACGTTACATTAATCACGATAAAATTAGATTCAATGTT---------------- 
                                721 
          ch2_chro.50317  (718) ATTATGGTGT 
          ch3_chro.50317  (718) ATTATGGTGT 
          ch4_chro.50317  (718) ATTATGGTGT 
        TU502_chro.50317  (718) ATTATGGTGT 
      rabbit1_chro.50317  (718) ATTATGGTGT 
      rabbit2_chro.50317  (718) ATTATGGTGT 
      rabbit3_chro.50317  (718) ATTATGGTGT 
      rabbit4_chro.50317  (718) ATTATGGTGT 
          cp2_chro.50317  (718) ATTATGGTGT 
          cp3_chro.50317  (718) ATTATGGTGT 
          cp4_chro.50317  (718) ATTATGGTGT 
         Iowa_chro.50317  (718) ATTATGGTGT 
      Moredun_chro.50317  (718) ATTATGGTGT 
          w65_chro.50317  (718) ATTATGGTGT 
          w66_chro.50317  (718) ATTATGGTGT 
          w67_chro.50317  (718) ATTATGGTGT 
          w70_chro.50317  (718) ATTATGGTGT 
C.meleagridis_chro.50317  (678) ---------- 

 
 
 
 
 
                          1                                                         60 
    ch2_chro.50330    (1) CAGGTTCAGAAACTCTGGGAAGAGAGTCAAATATATGAGGCAGATGTAGATCCATCTCGT 
    ch3_chro.50330    (1) CAGGTTCAGAAACTCTGGGAAGAGAGTCAAATATATGAGGCAGATGTAGATCCATCTCGT 
    ch4_chro.50330    (1) CAGGTTCAGAAACTCTGGGAAGAGAGTCAAATATATGAGGCAGATGTAGATCCATCTCGT 
  TU502_chro.50330    (1) CAGGTTCAGAAACTCTGGGAAGAGAGTCAAATATATGAGGCAGATGTAGATCCATCTCGT 
    cp2_chro.50330    (1) CAGGTTCAAAAACTCTGGGAAGAGAGTCAAATATATGAGGCAGATGTAGATCCATCTCGT 
    cp3_chro.50330    (1) CAGGTTCAAAAACTCTGGGAAGAGAGTCAAATATATGAGGCAGATGTAGATCCATCTCGT 
    cp4_chro.50330    (1) CAGGTTCAAAAACTCTGGGAAGAGAGTCAAATATATGAGGCAGATGTAGATCCATCTCGT 
   Iowa_chro.50330    (1) CAGGTTCAAAAACTCTGGGAAGAGAGTCAAATATATGAGGCAGATGTAGATCCATCTCGT 
Moredun_chro.50330    (1) CAGGTTCAAAAACTCTGGGAAGAGAGTCAAATATATGAGGCAGATGTAGATCCATCTCGT 
    w65_chro.50330    (1) CAGGTTCAAAAACTCTGGGAAGAGAGTCAAATATATGAGGCAGATGTAGATCCATCTCGT 
    w66_chro.50330    (1) CAGGTTCAAAAACTCTGGGAAGAGAGTCAAATATATGAGGCAGATGTAGATCCATCTCGT 
    w67_chro.50330    (1) CAGGTTCAAAAACTCTGGGAAGAGAGTCAAATATATGAGGCAGATGTAGATCCATCTCGT 
    w70_chro.50330    (1) CAGGTTCAAAAACTCTGGGAAGAGAGTCAAATATATGAGGCAGATGTAGATCCATCTCGT 
rabbit1_chro.50330    (1) CAGGTTCAGAAACTCTGGGAAGAGAGTCAAATATATGAGGCAGATGTAGATCCATCTCGT 
rabbit2_chro.50330    (1) CAGGTTCAGAAACTCTGGGAAGAGAGTCAAATATATGAGGCAGATGTAGATCCATCTCGT 
rabbit3_chro.50330    (1) CAGGTTCAGAAACTCTGGGAAGAGAGTCAAATATATGAGGCAGATGTAGATCCATCTCGT 
rabbit4_chro.50330    (1) CAGGTTCAGAAACTCTGGGAAGAGAGTCAAATATATGAGGCAGATGTAGATCCATCTCGT 
                          61                                                       120 
    ch2_chro.50330   (61) GAAAAATATATGATTACATTTCCATATCCATATATGAATGGAAGGTTACATTTGGGGCAT 
    ch3_chro.50330   (61) GAAAAATATATGATTACATTTCCATATCCATATATGAATGGAAGGTTACATTTGGGGCAT 
    ch4_chro.50330   (61) GAAAAATATATGATTACATTTCCATATCCATATATGAATGGAAGGTTACATTTGGGGCAT 
  TU502_chro.50330   (61) GAAAAATATATGATTACATTTCCATATCCATATATGAATGGAAGGTTACATTTGGGGCAT 
    cp2_chro.50330   (61) GAAAAATACATGATTACATTTCCATATCCATATATGAATGGAAGGTTACATTTGGGGCAT 
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    cp3_chro.50330   (61) GAAAAATACATGATTACATTTCCATATCCATATATGAATGGAAGGTTACATTTGGGGCAT 
    cp4_chro.50330   (61) GAAAAATACATGATTACATTTCCATATCCATATATGAATGGAAGGTTACATTTGGGGCAT 
   Iowa_chro.50330   (61) GAAAAATACATGATTACATTTCCATATCCATATATGAATGGAAGGTTACATTTGGGGCAT 
Moredun_chro.50330   (61) GAAAAATACATGATTACATTTCCATATCCATATATGAATGGAAGGTTACATTTGGGGCAT 
    w65_chro.50330   (61) GAAAAATACATGATTACATTTCCATATCCATATATGAATGGAAGGTTACATTTGGGGCAT 
    w66_chro.50330   (61) GAAAAATACATGATTACATTTCCATATCCATATATGAATGGAAGGTTACATTTGGGGCAT 
    w67_chro.50330   (61) GAAAAATACATGATTACATTTCCATATCCATATATGAATGGAAGGTTACATTTGGGGCAT 
    w70_chro.50330   (61) GAAAAATACATGATTACATTTCCATATCCATATATGAATGGAAGGTTACATTTGGGGCAT 
rabbit1_chro.50330   (61) GAAAAATATATGATTACATTTCCATATCCATATATGAATGGAAGGTTACATTTGGGGCAT 
rabbit2_chro.50330   (61) GAAAAATATATGATTACATTTCCATATCCATATATGAATGGAAGGTTACATTTGGGGCAT 
rabbit3_chro.50330   (61) GAAAAATATATGATTACATTTCCATATCCATATATGAATGGAAGGTTACATTTGGGGCAT 
rabbit4_chro.50330   (61) GAAAAATATATGATTACATTTCCATATCCATATATGAATGGAAGGTTACATTTGGGGCAT 
                          121                                                      180 
    ch2_chro.50330  (121) GCCTTTACGTTGACAAAAGCAGATTTTCAAGCAAGATTCCAAAGAATGAATAATAAAAAT 
    ch3_chro.50330  (121) GCCTTTACGTTGACAAAAGCAGATTTTCAAGCAAGATTCCAAAGAATGAATAATAAAAAT 
    ch4_chro.50330  (121) GCCTTTACGTTGACAAAAGCAGATTTTCAAGCAAGATTCCAAAGAATGAATAATAAAAAT 
  TU502_chro.50330  (121) GCCTTTACGTTGACAAAAGCAGATTTTCAAGCAAGATTCCAAAGAATGAATAATAAAAAT 
    cp2_chro.50330  (121) GCCTTTACGTTGACAAAAGCAGATTTTCAAGCAAGATTCCAAAGAATGAATAATAAAAAT 
    cp3_chro.50330  (121) GCCTTTACGTTGACAAAAGCAGATTTTCAAGCAAGATTCCAAAGAATGAATAATAAAAAT 
    cp4_chro.50330  (121) GCCTTTACGTTGACAAAAGCAGATTTTCAAGCAAGATTCCAAAGAATGAATAATAAAAAT 
   Iowa_chro.50330  (121) GCCTTTACGTTGACAAAAGCAGATTTTCAAGCAAGATTCCAAAGAATGAATAATAAAAAT 
Moredun_chro.50330  (121) GCCTTTACGTTGACAAAAGCAGATTTTCAAGCAAGATTCCAAAGAATGAATAATAAAAAT 
    w65_chro.50330  (121) GCCTTTACGTTGACAAAAGCAGATTTTCAAGCAAGATTCCAAAGAATGAATAATAAAAAT 
    w66_chro.50330  (121) GCCTTTACGTTGACAAAAGCAGATTTTCAAGCAAGATTCCAAAGAATGAATAATAAAAAT 
    w67_chro.50330  (121) GCCTTTACGTTGACAAAAGCAGATTTTCAAGCAAGATTCCAAAGAATGAATAATAAAAAT 
    w70_chro.50330  (121) GCCTTTACGTTGACAAAAGCAGATTTTCAAGCAAGATTCCAAAGAATGAATAATAAAAAT 
rabbit1_chro.50330  (121) GCCTTTACGTTGACAAAAGCAGATTTTCAAGCAAGATTCCAAAGAATGAATAATAAAAAT 
rabbit2_chro.50330  (121) GCCTTTACGTTGACAAAAGCAGATTTTCAAGCAAGATTCCAAAGAATGAATAATAAAAAT 
rabbit3_chro.50330  (121) GCCTTTACGTTGACAAAAGCAGATTTTCAAGCAAGATTCCAAAGAATGAATAATAAAAAT 
rabbit4_chro.50330  (121) GCCTTTACGTTGACAAAAGCAGATTTTCAAGCAAGATTCCAAAGAATGAATAATAAAAAT 
                          181                                                      240 
    ch2_chro.50330  (181) GTATTATTTCCATTTGGTTTTCATTGTACAGGAATGCCAATTTGTGCAAGCGCAGATAAG 
    ch3_chro.50330  (181) GTATTATTTCCATTTGGTTTTCATTGTACAGGAATGCCAATTTGTGCAAGCGCAGATAAG 
    ch4_chro.50330  (181) GTATTATTTCCATTTGGTTTTCATTGTACAGGAATGCCAATTTGTGCAAGCGCAGATAAG 
  TU502_chro.50330  (181) GTATTATTTCCATTTGGTTTTCATTGTACAGGAATGCCAATTTGTGCAAGCGCAGATAAG 
    cp2_chro.50330  (181) GTATTATTTCCATTTGGTTTTCATTGTACGGGAATGCCAATTTGTGCAAGCGCAGATAAG 
    cp3_chro.50330  (181) GTATTATTTCCATTTGGTTTTCATTGTACGGGAATGCCAATTTGTGCAAGCGCAGATAAG 
    cp4_chro.50330  (181) GTATTATTTCCATTTGGTTTTCATTGTACGGGAATGCCAATTTGTGCAAGCGCAGATAAG 
   Iowa_chro.50330  (181) GTATTATTTCCATTTGGTTTTCATTGTACGGGAATGCCAATTTGTGCAAGCGCAGATAAG 
Moredun_chro.50330  (181) GTATTATTTCCATTTGGTTTTCATTGTACGGGAATGCCAATTTGTGCAAGCGCAGATAAG 
    w65_chro.50330  (181) GTATTATTTCCATTTGGTTTTCATTGTACGGGAATGCCAATTTGTGCAAGCGCAGATAAG 
    w66_chro.50330  (181) GTATTATTTCCATTTGGTTTTCATTGTACGGGAATGCCAATTTGTGCAAGCGCAGATAAG 
    w67_chro.50330  (181) GTATTATTTCCATTTGGTTTTCATTGTACGGGAATGCCAATTTGTGCAAGCGCAGATAAG 
    w70_chro.50330  (181) GTATTATTTCCATTTGGTTTTCATTGTACGGGAATGCCAATTTGTGCAAGCGCAGATAAG 
rabbit1_chro.50330  (181) GTATTATTTCCATTTGGTTTTCATTGTACAGGAATGCCAATTTGTGCAAGCGCAGATAAG 
rabbit2_chro.50330  (181) GTATTATTTCCATTTGGTTTTCATTGTACAGGAATGCCAATTTGTGCAAGCGCAGATAAG 
rabbit3_chro.50330  (181) GTATTATTTCCATTTGGTTTTCATTGTACAGGAATGCCAATTTGTGCAAGCGCAGATAAG 
rabbit4_chro.50330  (181) GTATTATTTCCATTTGGTTTTCATTGTACAGGAATGCCAATTTGTGCAAGCGCAGATAAG 
                          241                                                      300 
    ch2_chro.50330  (241) TTAAAGATGGAGTTGAATTCACCAAAGTTAGCTGAAACTGATGATGATAAAGAACAAGAG 
    ch3_chro.50330  (241) TTAAAGATGGAGTTGAATTCACCAAAGTTAGCTGAAACTGATGATGATAAAGAACAAGAG 
    ch4_chro.50330  (241) TTAAAGATGGAGTTGAATTCACCAAAGTTAGCTGAAACTGATGATGATAAAGAACAAGAG 
  TU502_chro.50330  (241) TTAAAGATGGAGTTGAATTCACCAAAGTTAGCTGAAACTGATGATGATAAAGAACAAGAG 
    cp2_chro.50330  (241) TTAAAGATGGAGTTGAATTCACCAAAGTTAGCTGAAACTGATGATGATAAAGAACAAGAG 
    cp3_chro.50330  (241) TTAAAGATGGAGTTGAATTCACCAAAGTTAGCTGAAACTGATGATGATAAAGAACAAGAG 
    cp4_chro.50330  (241) TTAAAGATGGAGTTGAATTCACCAAAGTTAGCTGAAACTGATGATGATAAAGAACAAGAG 
   Iowa_chro.50330  (241) TTAAAGATGGAGTTGAATTCACCAAAGTTAGCTGAAACTGATGATGATAAAGAACAAGAG 
Moredun_chro.50330  (241) TTAAAGATGGAGTTGAATTCACCAAAGTTAGCTGAAACTGATGATGATAAAGAACAAGAG 
    w65_chro.50330  (241) TTAAAGATGGAGTTGAATTCACCAAAGTTAGCTGAAACTGATGATGATAAAGAACAAGAG 
    w66_chro.50330  (241) TTAAAGATGGAGTTGAATTCACCAAAGTTAGCTGAAACTGATGATGATAAAGAACAAGAG 
    w67_chro.50330  (241) TTAAAGATGGAGTTGAATTCACCAAAGTTAGCTGAAACTGATGATGATAAAGAACAAGAG 
    w70_chro.50330  (241) TTAAAGATGGAGTTGAATTCACCAAAGTTAGCTGAAACTGATGATGATAAAGAACAAGAG 
rabbit1_chro.50330  (241) TTAAAGATGGAGTTGAATTCACCAAAGTTAGCTGAAACTGATGATGATAAAGAACAAGAG 
rabbit2_chro.50330  (241) TTAAAGATGGAGTTGAATTCACCAAAGTTAGCTGAAACTGATGATGATAAAGAACAAGAG 
rabbit3_chro.50330  (241) TTAAAGATGGAGTTGAATTCACCAAAGTTAGCTGAAACTGATGATGATAAAGAACAAGAG 
rabbit4_chro.50330  (241) TTAAAGATGGAGTTGAATTCACCAAAGTTAGCTGAAACTGATGATGATAAAGAACAAGAG 
                          301                                        346 
    ch2_chro.50330  (301) ACAAGCCAAGTACAACTTAAAAGTAAGGTTGCAGCTAAAACTGGGG 
    ch3_chro.50330  (301) ACAAGCCAAGTACAACTTAAAAGTAAGGTTGCAGCTAAAACTGGGG 
    ch4_chro.50330  (301) ACAAGCCAAGTACAACTTAAAAGTAAGGTTGCAGCTAAAACTGGGG 
  TU502_chro.50330  (301) ACAAGCCAAGTACAACTTAAAAGTAAGGTTGCAGCTAAAACTGGGG 
    cp2_chro.50330  (301) ACAAGCCAAGTACAACTTAAAAGTAAGGTTGCAGCTAAAACTGGGG 
    cp3_chro.50330  (301) ACAAGCCAAGTACAACTTAAAAGTAAGGTTGCAGCTAAAACTGGGG 
    cp4_chro.50330  (301) ACAAGCCAAGTACAACTTAAAAGTAAGGTTGCAGCTAAAACTGGGG 
   Iowa_chro.50330  (301) ACAAGCCAAGTACAACTTAAAAGTAAGGTTGCAGCTAAAACTGGGG 
Moredun_chro.50330  (301) ACAAGCCAAGTACAACTTAAAAGTAAGGTTGCAGCTAAAACTGGGG 
    w65_chro.50330  (301) ACAAGCCAAGTACAACTTAAAAGTAAGGTTGCAGCTAAAACTGGGG 
    w66_chro.50330  (301) ACAAGCCAAGTACAACTTAAAAGTAAGGTTGCAGCTAAAACTGGGG 
    w67_chro.50330  (301) ACAAGCCAAGTACAACTTAAAAGTAAGGTTGCAGCTAAAACTGGGG 
    w70_chro.50330  (301) ACAAGCCAAGTACAACTTAAAAGTAAGGTTGCAGCTAAAACTGGGG 
rabbit1_chro.50330  (301) ACAAGCCAAGTACAACTTAAAAGTAAGGTTGCAGCTAAAACTGGGG 
rabbit2_chro.50330  (301) ACAAGCCAAGTACAACTTAAAAGTAAGGTTGCAGCTAAAACTGGGG 
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rabbit3_chro.50330  (301) ACAAGCCAAGTACAACTTAAAAGTAAGGTTGCAGCTAAAACTGGGG 
rabbit4_chro.50330  (301) ACAAGCCAAGTACAACTTAAAAGTAAGGTTGCAGCTAAAACTGGGG 

 
 
 
 
                                1                                                         60 
          ch2_chro.50457    (1) TCCCGAATATAGTATTAATAATGATAAACTCGAGCTTGATAAATTAAAAGAAAATTATTC 
          ch3_chro.50457    (1) TCCCGAATATAGTATTAATAATGATAAACTCGAGCTTGATAAATTAAAAGAAAATTATTC 
          ch4_chro.50457    (1) TCCCGAATATAGTATTAATAATGATAAACTCGAGCTTGATAAATTAAAAGAAAATTATTC 
        TU502_chro.50457    (1) TCCCGAATATAGTATTAATAATGATAAACTCGAGCTTGATAAATTAAAAGAAAATTATTC 
          cp2_chro.50457    (1) TCCCGAATATAGTATTAATAATGATAAACTCGAGCTTGATAAATCAAAGGAAAATTATTC 
          cp3_chro.50457    (1) TCCCGAATATAGTATTAATAATGATAAACTCGAGCTTGATAAATCAAAGGAAAATTATTC 
          cp4_chro.50457    (1) TCCCGAATATAGTATTAATAATGATAAACTCGAGCTTGATAAATCAAAGGAAAATTATTC 
         Iowa_chro.50457    (1) TCCCGAATATAGTATTAATAATGATAAACTCGAGCTTGATAAATCAAAGGAAAATTATTC 
      Moredun_chro.50457    (1) TCCCGAATATAGTATTAATAATGATAAACTCGAGCTTGATAAATCAAAGGAAAATTATTC 
          w65_chro.50457    (1) TCCCGAATATAGTATTAATAATGATAAACTCGAGCTTGATAAATCAAAGGAAAATTATTC 
          w66_chro.50457    (1) TCCCGAATATAGTATTAATAATGATAAACTCGAGCTTGATAAATCAAAGGAAAATTATTC 
          w67_chro.50457    (1) TCCCGAATATAGTATTAATAATGATAAACTCGAGCTTGATAAATCAAAGGAAAATTATTC 
          w70_chro.50457    (1) TCCCGAATATAGTATTAATAATGATAAACTCGAGCTTGATAAATCAAAGGAAAATTATTC 
      rabbit1_chro.50457    (1) TCCCGAATATAGTATTAATAATGATAAACTCGAGCTTGATAAATTAAAAGAAAATTATTC 
      rabbit2_chro.50457    (1) TCCCGAATATAGTATTAATAATGATAAACTCGAGCTTGATAAATTAAAAGAAAATTATTC 
      rabbit3_chro.50457    (1) TCCCGAATATAGTATTAATAATGATAAACTCGAGCTTGATAAATTAAAAGAAAATTATTC 
      rabbit4_chro.50457    (1) TCCCGAATATAGTATTAATAATGATAAACTCGAGCTTGATAAATTAAAAGAAAATTATTC 
C.meleagridis_chro.50457    (1) TCCCGAATATAACATTAATAATGATAAGCTTGAGCTTAATAAGACAAAAATAAATTATTC 
                                61                                                       120 
          ch2_chro.50457   (61) ACAAAATAATGAATTACTTCCATATTCATCTTTATGCGTTGTTAAAAAGAAGCCTCTCCC 
          ch3_chro.50457   (61) ACAAAATAATGAATTACTTCCATATTCATCTTTATGCGTTGTTAAAAAGAAGCCTCTCCC 
          ch4_chro.50457   (61) ACAAAATAATGAATTACTTCCATATTCATCTTTATGCGTTGTTAAAAAGAAGCCTCTCCC 
        TU502_chro.50457   (61) ACAAAATAATGAATTACTTCCATATTCATCTTTATGCGTTGTTAAAAAGAAGCCTCTCCC 
          cp2_chro.50457   (61) ACAAAATAATGAATTACTTCCATATTCATCTTTATGCATTGTTAAAAAGAAGCCTCTCCC 
          cp3_chro.50457   (61) ACAAAATAATGAATTACTTCCATATTCATCTTTATGCATTGTTAAAAAGAAGCCTCTCCC 
          cp4_chro.50457   (61) ACAAAATAATGAATTACTTCCATATTCATCTTTATGCATTGTTAAAAAGAAGCCTCTCCC 
         Iowa_chro.50457   (61) ACAAAATAATGAATTACTTCCATATTCATCTTTATGCATTGTTAAAAAGAAGCCTCTCCC 
      Moredun_chro.50457   (61) ACAAAATAATGAATTACTTCCATATTCATCTTTATGCATTGTTAAAAAGAAGCCTCTCCC 
          w65_chro.50457   (61) ACAAAATAATGAATTACTTCCATATTCATCTTTATGCATTGTTAAAAAGAAGCCTCTCCC 
          w66_chro.50457   (61) ACAAAATAATGAATTACTTCCATATTCATCTTTATGCATTGTTAAAAAGAAGCCTCTCCC 
          w67_chro.50457   (61) ACAAAATAATGAATTACTTCCATATTCATCTTTATGCATTGTTAAAAAGAAGCCTCTCCC 
          w70_chro.50457   (61) ACAAAATAATGAATTACTTCCATATTCATCTTTATGCATTGTTAAAAAGAAGCCTCTCCC 
      rabbit1_chro.50457   (61) ACAAAATAATGAATTACTTCCATATTCATCTTTATGCGTTGTTAAAAAGAAGCCTCTCCC 
      rabbit2_chro.50457   (61) ACAAAATAATGAATTACTTCCATATTCATCTTTATGCGTTGTTAAAAAGAAGCCTCTCCC 
      rabbit3_chro.50457   (61) ACAAAATAATGAATTACTTCCATATTCATCTTTATGCGTTGTTAAAAAGAAGCCTCTCCC 
      rabbit4_chro.50457   (61) ACAAAATAATGAATTACTTCCATATTCATCTTTATGCGTTGTTAAAAAGAAGCCTCTCCC 
C.meleagridis_chro.50457   (61) ACAAAATAATGAGTTACTTCCATACTCATCCTTGTGTGTTGTTAAAAGGAAGCCTCTCCC 
                                121                                                      180 
          ch2_chro.50457  (121) TGTTATATCTTTTTGGTTAAGTCAAACTGATTCGAATGATAATAAAGTCGAGCCTATAAA 
          ch3_chro.50457  (121) TGTTATATCTTTTTGGTTAAGTCAAACTGATTCGAATGATAATAAAGTCGAGCCTATAAA 
          ch4_chro.50457  (121) TGTTATATCTTTTTGGTTAAGTCAAACTGATTCGAATGATAATAAAGTCGAGCCTATAAA 
        TU502_chro.50457  (121) TGTTATATCTTTTTGGTTAAGTCAAACTGATTCGAATGATAATAAAGTCGAGCCTATAAA 
          cp2_chro.50457  (121) TGTTATATCTTTTTGGTTAAGTCAAACTGATTCAAATGATGGTAAAGTTGAGCCTATAAA 
          cp3_chro.50457  (121) TGTTATATCTTTTTGGTTAAGTCAAACTGATTCAAATGATGGTAAAGTTGAGCCTATAAA 
          cp4_chro.50457  (121) TGTTATATCTTTTTGGTTAAGTCAAACTGATTCAAATGATGGTAAAGTTGAGCCTATAAA 
         Iowa_chro.50457  (121) TGTTATATCTTTTTGGTTAAGTCAAACTGATTCAAATGATGGTAAAGTTGAGCCTATAAA 
      Moredun_chro.50457  (121) TGTTATATCTTTTTGGTTAAGTCAAACTGATTCAAATGATGGTAAAGTTGAGCCTATAAA 
          w65_chro.50457  (121) TGTTATATCTTTTTGGTTAAGTCAAACTGATTCAAATGATGGTAAAGTTGAGCCTATAAA 
          w66_chro.50457  (121) TGTTATATCTTTTTGGTTAAGTCAAACTGATTCAAATGATGGTAAAGTTGAGCCTATAAA 
          w67_chro.50457  (121) TGTTATATCTTTTTGGTTAAGTCAAACTGATTCAAATGATGGTAAAGTTGAGCCTATAAA 
          w70_chro.50457  (121) TGTTATATCTTTTTGGTTAAGTCAAACTGATTCAAATGATGGTAAAGTTGAGCCTATAAA 
      rabbit1_chro.50457  (121) TGTTATATCTTTTTGGTTAAGTCAAACTGATTCGAATGATAATAAAGTCGAGCCTATAAA 
      rabbit2_chro.50457  (121) TGTTATATCTTTTTGGTTAAGTCAAACTGATTCGAATGATAATAAAGTCGAGCCTATAAA 
      rabbit3_chro.50457  (121) TGTTATATCTTTTTGGTTAAGTCAAACTGATTCGAATGATAATAAAGTCGAGCCTATAAA 
      rabbit4_chro.50457  (121) TGTTATATCTTTTTGGTTAAGTCAAACTGATTCGAATGATAATAAAGTCGAGCCTATAAA 
C.meleagridis_chro.50457  (121) TGTTATATCTTTTTGGTTAAGCCAAGCTGATTCAAATAATGATAAAGTGGAGCCTATGAA 
                                181                                                      240 
          ch2_chro.50457  (181) GATCTTTTTGGATGATTATATTATTCATTTTAATAATATTGACTATCTATGTGTAATCAA 
          ch3_chro.50457  (181) GATCTTTTTGGATGATTATATTATTCATTTTAATAATATTGACTATCTATGTGTAATCAA 
          ch4_chro.50457  (181) GATCTTTTTGGATGATTATATTATTCATTTTAATAATATTGACTATCTATGTGTAATCAA 
        TU502_chro.50457  (181) GATCTTTTTGGATGATTATATTATTCATTTTAATAATATTGACTATCTATGTGTAATCAA 
          cp2_chro.50457  (181) GATCTTTTTGGATGATTATATTATTCATTTTAATAATATTGACTATCTATGTGTAATTAA 
          cp3_chro.50457  (181) GATCTTTTTGGATGATTATATTATTCATTTTAATAATATTGACTATCTATGTGTAATTAA 
          cp4_chro.50457  (181) GATCTTTTTGGATGATTATATTATTCATTTTAATAATATTGACTATCTATGTGTAATTAA 
         Iowa_chro.50457  (181) GATCTTTTTGGATGATTATATTATTCATTTTAATAATATTGACTATCTATGTGTAATTAA 
      Moredun_chro.50457  (181) GATCTTTTTGGATGATTATATTATTCATTTTAATAATATTGACTATCTATGTGTAATTAA 
          w65_chro.50457  (181) GATCTTTTTGGATGATTATATTATTCATTTTAATAATATTGACTATCTATGTGTAATTAA 
          w66_chro.50457  (181) GATCTTTTTGGATGATTATATTATTCATTTTAATAATATTGACTATCTATGTGTAATTAA 
          w67_chro.50457  (181) GATCTTTTTGGATGATTATATTATTCATTTTAATAATATTGACTATCTATGTGTAATTAA 
          w70_chro.50457  (181) GATCTTTTTGGATGATTATATTATTCATTTTAATAATATTGACTATCTATGTGTAATTAA 
      rabbit1_chro.50457  (181) GATCTTTTTGGATGATTATATTATTCATTTTAATAATATTGACTATCTATGTGTAATCAA 
      rabbit2_chro.50457  (181) GATCTTTTTGGATGATTATATTATTCATTTTAATAATATTGACTATCTATGTGTAATCAA 
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      rabbit3_chro.50457  (181) GATCTTTTTGGATGATTATATTATTCATTTTAATAATATTGACTATCTATGTGTAATCAA 
      rabbit4_chro.50457  (181) GATCTTTTTGGATGATTATATTATTCATTTTAATAATATTGACTATCTATGTGTAATCAA 
C.meleagridis_chro.50457  (181) GATCTTTTTGGATGACTATATTATTCATTTTAATAATATTGACTATTTGTGTGTAATTAA 
                                241                                                      300 
          ch2_chro.50457  (241) TTCAACACTAGGTACTTTTGGAAAAGTTAATTACATACCTTACAGTGAAGGTAATAGTTA 
          ch3_chro.50457  (241) TTCAACACTAGGTACTTTTGGAAAAGTTAATTACATACCTTACAGTGAAGGTAATAGTTA 
          ch4_chro.50457  (241) TTCAACACTAGGTACTTTTGGAAAAGTTAATTACATACCTTACAGTGAAGGTAATAGTTA 
        TU502_chro.50457  (241) TTCAACACTAGGTACTTTTGGAAAAGTTAATTACATACCTTACAGTGAAGGTAATAGTTA 
          cp2_chro.50457  (241) TTCAACACTAGGTACTTTTGGAAAAATTAATTACATACCTTACAGTGAAGGTAATAGTTA 
          cp3_chro.50457  (241) TTCAACACTAGGTACTTTTGGAAAAATTAATTACATACCTTACAGTGAAGGTAATAGTTA 
          cp4_chro.50457  (241) TTCAACACTAGGTACTTTTGGAAAAATTAATTACATACCTTACAGTGAAGGTAATAGTTA 
         Iowa_chro.50457  (241) TTCAACACTAGGTACTTTTGGAAAAATTAATTACATACCTTACAGTGAAGGTAATAGTTA 
      Moredun_chro.50457  (241) TTCAACACTAGGTACTTTTGGAAAAATTAATTACATACCTTACAGTGAAGGTAATAGTTA 
          w65_chro.50457  (241) TTCAACACTAGGTACTTTTGGAAAAATTAATTACATACCTTACAGTGAAGGTAATAGTTA 
          w66_chro.50457  (241) TTCAACACTAGGTACTTTTGGAAAAATTAATTACATACCTTACAGTGAAGGTAATAGTTA 
          w67_chro.50457  (241) TTCAACACTAGGTACTTTTGGAAAAATTAATTACATACCTTACAGTGAAGGTAATAGTTA 
          w70_chro.50457  (241) TTCAACACTAGGTACTTTTGGAAAAATTAATTACATACCTTACAGTGAAGGTAATAGTTA 
      rabbit1_chro.50457  (241) TTCAACACTAGGTACTTTTGGAAAAGTTAATTACATACCTTACAGTGAAGGTAATAGTTA 
      rabbit2_chro.50457  (241) TTCAACACTAGGTACTTTTGGAAAAGTTAATTACATACCTTACAGTGAAGGTAATAGTTA 
      rabbit3_chro.50457  (241) TTCAACACTAGGTACTTTTGGAAAAGTTAATTACATACCTTACAGTGAAGGTAATAGTTA 
      rabbit4_chro.50457  (241) TTCAACACTAGGTACTTTTGGAAAAGTTAATTACATACCTTACAGTGAAGGTAATAGTTA 
C.meleagridis_chro.50457  (241) C TCAACTCTAGGTACTTTTGGAAAGGTCAACTACATACCTTATAGTGAAGGTAATAGTTA 
                                301                                                      360 
          ch2_chro.50457  (301) TAACTACTTCACTCCTTATTATTCATCCTCTAATACTCCCTTGATACTCTTTGGTTCTCT 
          ch3_chro.50457  (301) TAACTACTTCACTCCTTATTATTCATCCTCTAATACTCCCTTGATACTCTTTGGTTCTCT 
          ch4_chro.50457  (301) TAACTACTTCACTCCTTATTATTCATCCTCTAATACTCCCTTGATACTCTTTGGTTCTCT 
        TU502_chro.50457  (301) TAACTACTTCACTCCTTATTATTCATCCTCTAATACTCCCTTGATACTCTTTGGTTCTCT 
          cp2_chro.50457  (301) TAACTACTTTACTCCTTATTATTCATCCTCTAATACTCCTTTGATACTCCTTGGTTCTCT 
          cp3_chro.50457  (301) TAACTACTTTACTCCTTATTATTCATCCTCTAATACTCCTTTGATACTCCTTGGTTCTCT 
          cp4_chro.50457  (301) TAACTACTTTACTCCTTATTATTCATCCTCTAATACTCCTTTGATACTCCTTGGTTCTCT 
         Iowa_chro.50457  (301) TAACTACTTTACTCCTTATTATTCATCCTCTAATACTCCTTTGATACTCCTTGGTTCTCT 
      Moredun_chro.50457  (301) TAACTACTTTACTCCTTATTATTCATCCTCTAATACTCCTTTGATACTCCTTGGTTCTCT 
          w65_chro.50457  (301) TAACTACTTTACTCCTTATTATTCATCCTCTAATACTCCTTTGATACTCCTTGGTTCTCT 
          w66_chro.50457  (301) TAACTACTTTACTCCTTATTATTCATCCTCTAATACTCCTTTGATACTCCTTGGTTCTCT 
          w67_chro.50457  (301) TAACTACTTTACTCCTTATTATTCATCCTCTAATACTCCTTTGATACTCCTTGGTTCTCT 
          w70_chro.50457  (301) TAACTACTTTACTCCTTATTATTCATCCTCTAATACTCCTTTGATACTCCTTGGTTCTCT 
      rabbit1_chro.50457  (301) TAACTACTTCACTCCTTATTATTCATCCTCTAATACTCCCTTGATACTCTTTGGTTCTCT 
      rabbit2_chro.50457  (301) TAACTACTTCACTCCTTATTATTCATCCTCTAATACTCCCTTGATACTCTTTGGTTCTCT 
      rabbit3_chro.50457  (301) TAACTACTTCACTCCTTATTATTCATCCTCTAATACTCCCTTGATACTCTTTGGTTCTCT 
      rabbit4_chro.50457  (301) TAACTACTTCACTCCTTATTATTCATCCTCTAATACTCCCTTGATACTCTTTGGTTCTCT 
C.meleagridis_chro.50457  (301) TAACTATTTTACCCCGTATTATTCATCCTCCAATGCTCCTTTGATACTCTTTGGTTCTCT 
                                361       373 
          ch2_chro.50457  (361) TTTTCTCAAATCA 
          ch3_chro.50457  (361) TTTTCTCAAATCA 
          ch4_chro.50457  (361) TTTTCTCAAATCA 
        TU502_chro.50457  (361) TTTTCTCAAATCA 
          cp2_chro.50457  (361) TTTTCTCAAATCA 
          cp3_chro.50457  (361) TTTTCTCAAATCA 
          cp4_chro.50457  (361) TTTTCTCAAATCA 
         Iowa_chro.50457  (361) TTTTCTCAAATCA 
      Moredun_chro.50457  (361) TTTTCTCAAATCA 
          w65_chro.50457  (361) TTTTCTCAAATCA 
          w66_chro.50457  (361) TTTTCTCAAATCA 
          w67_chro.50457  (361) TTTTCTCAAATCA 
          w70_chro.50457  (361) TTTTCTCAAATCA 
      rabbit1_chro.50457  (361) TTTTCTCAAATCA 
      rabbit2_chro.50457  (361) TTTTCTCAAATCA 
      rabbit3_chro.50457  (361) TTTTCTCAAATCA 
      rabbit4_chro.50457  (361) TTTTCTCAAATCA 
C.meleagridis_chro.50457  (361) TTTTCTCAAATCA 
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                               1                                                         60 
          ch2_cgd6_5020    (1) ACGATTGCTCTTTATCTTTATGGGATCTCAGAACAAGTTGTACTGATGAGCCAATAATGA 
          ch3_cgd6_5020    (1) ACGATTGCTCTTTATCTTTATGGGATCTCAGAACAAGTTGTACTGATGAGCCAATAATGA 
          ch4_cgd6_5020    (1) ACGATTGCTCTTTATCTTTATGGGATCTCAGAACAAGTTGTACTGATGAGCCAATAATGA 
        TU502_cgd6_5020    (1) ACGATTGCTCTTTATCTTTATGGGATCTCAGAACAAGTTGTACTGATGAGCCAATAATGA 
      rabbit1_cgd6_5020    (1) ACGATTGCTCTTTATCTTTATGGGATCTCAGAACAAGTTGTACTGATGAGCCAATAATGA 
      rabbit2_cgd6_5020    (1) ACGATTGCTCTTTATCTTTATGGGATCTCAGAACAAGTTGTACTGATGAGCCAATAATGA 
      rabbit3_cgd6_5020    (1) ACGATTGCTCTTTATCTTTATGGGATCTCAGAACAAGTTGTACTGATGAGCCAATAATGA 
      rabbit4_cgd6_5020    (1) ACGATTGCTCTTTATCTTTATGGGATCTCAGAACAAGTTGTACTGATGAGCCAATAATGA 
          cp2_cgd6_5020    (1) ACGATTGCTCTTTATCTTTATGGGATCTCAGAACAAGTTGTATTGATGAGCCAATAATGA 
          cp3_cgd6_5020    (1) ACGATTGCTCTTTATCTTTATGGGATCTCAGAACAAGTTGTATTGATGAGCCAATAATGA 
          cp4_cgd6_5020    (1) ACGATTGCTCTTTATCTTTATGGGATCTCAGAACAAGTTGTATTGATGAGCCAATAATGA 
         Iowa_cgd6_5020    (1) ACGATTGCTCTTTATCTTTATGGGATCTCAGAACAAGTTGTATTGATGAGCCAATAATGA 
      Moredun_cgd6_5020    (1) ACGATTGCTCTTTATCTTTATGGGATCTCAGAACAAGTTGTATTGATGAGCCAATAATGA 
          w65_cgd6_5020    (1) ACGATTGCTCTTTATCTTTATGGGATCTCAGAACAAGTTGTATTGATGAGCCAATAATGA 
          w66_cgd6_5020    (1) ACGATTGCTCTTTATCTTTATGGGATCTCAGAACAAGTTGTATTGATGAGCCAATAATGA 
          w67_cgd6_5020    (1) ACGATTGCTCTTTATCTTTATGGGATCTCAGAACAAGTTGTATTGATGAGCCAATAATGA 
          w70_cgd6_5020    (1) ACGATTGCTCTTTATCTTTATGGGATCTCAGAACAAGTTGTATTGATGAGCCAATAATGA 
C.meleagridis_cgd6_5020    (1) ACGATTGCTCTTTATCTTTATGGGACCTCAGAACAAGTTTTACTGATGAGCCGATAATGA 
                               61                                                       120 
          ch2_cgd6_5020   (61) AGAACAAGAAATCCCATTCTATGGGTGTAACTTGTATCCAAAAGTCGAATAGAAATCATC 
          ch3_cgd6_5020   (61) AGAACAAGAAATCCCATTCTATGGGTGTAACTTGTATCCAAAAGTCGAATAGAAATCATC 
          ch4_cgd6_5020   (61) AGAACAAGAAATCCCATTCTATGGGTGTAACTTGTATCCAAAAGTCGAATAGAAATCATC 
        TU502_cgd6_5020   (61) AGAACAAGAAATCCCATTCTATGGGTGTAACTTGTATCCAAAAGTCGAATAGAAATCATC 
      rabbit1_cgd6_5020   (61) AGAACAAGAAATCCCATTCTATGGGTGTAACTTGTATCCAAAAGTCGAATAGAAATCATC 
      rabbit2_cgd6_5020   (61) AGAACAAGAAATCCCATTCTATGGGTGTAACTTGTATCCAAAAGTCGAATAGAAATCATC 
      rabbit3_cgd6_5020   (61) AGAACAAGAAATCCCATTCTATGGGTGTAACTTGTATCCAAAAGTCGAATAGAAATCATC 
      rabbit4_cgd6_5020   (61) AGAACAAGAAATCCCATTCTATGGGTGTAACTTGTATCCAAAAGTCGAATAGAAATCATC 
          cp2_cgd6_5020   (61) AGAACAAGAAATCCCATTCTATGGGTGTAACTTGTATCCAAAAGTCGAATAGAAATCATC 
          cp3_cgd6_5020   (61) AGAACAAGAAATCCCATTCTATGGGTGTAACTTGTATCCAAAAGTCGAATAGAAATCATC 
          cp4_cgd6_5020   (61) AGAACAAGAAATCCCATTCTATGGGTGTAACTTGTATCCAAAAGTCGAATAGAAATCATC 
         Iowa_cgd6_5020   (61) AGAACAAGAAATCCCATTCTATGGGTGTAACTTGTATCCAAAAGTCGAATAGAAATCATC 
      Moredun_cgd6_5020   (61) AGAACAAGAAATCCCATTCTATGGGTGTAACTTGTATCCAAAAGTCGAATAGAAATCATC 
          w65_cgd6_5020   (61) AGAACAAGAAATCCCATTCTATGGGTGTAACTTGTATCCAAAAGTCGAATAGAAATCATC 
          w66_cgd6_5020   (61) AGAACAAGAAATCCCATTCTATGGGTGTAACTTGTATCCAAAAGTCGAATAGAAATCATC 
          w67_cgd6_5020   (61) AGAACAAGAAATCCCATTCTATGGGTGTAACTTGTATCCAAAAGTCGAATAGAAATCATC 
          w70_cgd6_5020   (61) AGAACAAGAAATCCCATTCTATGGGTGTAACTTGTATCCAAAAGTCGAATAGAAATCATC 
C.meleagridis_cgd6_5020   (61) AGAACAAGAAATCCCATTCTATGGGTGTAACTTGTATCCAAAAGTCGAATAGAAATCATC 
                               121                                                      180 
          ch2_cgd6_5020  (121) AATTTTGGTCAGGTAGTTACGACGAAACCCTTAGATTCTGGGATTTTAGGATGATAAACT 
          ch3_cgd6_5020  (121) AATTTTGGTCAGGTAGTTACGACGAAACCCTTAGATTCTGGGATTTTAGGATGATAAACT 
          ch4_cgd6_5020  (121) AATTTTGGTCAGGTAGTTACGACGAAACCCTTAGATTCTGGGATTTTAGGATGATAAACT 
        TU502_cgd6_5020  (121) AATTTTGGTCAGGTAGTTACGACGAAACCCTTAGATTCTGGGATTTTAGGATGATAAACT 
      rabbit1_cgd6_5020  (121) AATTTTGGTCAGGTAGTTACGACGAAACCCTTAGATTCTGGGATTTTAGGATGATAAACT 
      rabbit2_cgd6_5020  (121) AATTTTGGTCAGGTAGTTACGACGAAACCCTTAGATTCTGGGATTTTAGGATGATAAACT 
      rabbit3_cgd6_5020  (121) AATTTTGGTCAGGTAGTTACGACGAAACCCTTAGATTCTGGGATTTTAGGATGATAAACT 
      rabbit4_cgd6_5020  (121) AATTTTGGTCAGGTAGTTACGACGAAACCCTTAGATTCTGGGATTTTAGGATGATAAACT 
          cp2_cgd6_5020  (121) AATTTTGGTCAGGAAGTTACGACGAAACCCTTAGATTCTGGGATTTTAGGATGATAAACT 
          cp3_cgd6_5020  (121) AATTTTGGTCAGGAAGTTACGACGAAACCCTTAGATTCTGGGATTTTAGGATGATAAACT 
          cp4_cgd6_5020  (121) AATTTTGGTCAGGAAGTTACGACGAAACCCTTAGATTCTGGGATTTTAGGATGATAAACT 
         Iowa_cgd6_5020  (121) AATTTTGGTCAGGAAGTTACGACGAAACCCTTAGATTCTGGGATTTTAGGATGATAAACT 
      Moredun_cgd6_5020  (121) AATTTTGGTCAGGAAGTTACGACGAAACCCTTAGATTCTGGGATTTTAGGATGATAAACT 
          w65_cgd6_5020  (121) AATTTTGGTCAGGAAGTTACGACGAAACCCTTAGATTCTGGGATTTTAGGATGATAAACT 
          w66_cgd6_5020  (121) AATTTTGGTCAGGAAGTTACGACGAAACCCTTAGATTCTGGGATTTTAGGATGATAAACT 
          w67_cgd6_5020  (121) AATTTTGGTCAGGAAGTTACGACGAAACCCTTAGATTCTGGGATTTTAGGATGATAAACT 
          w70_cgd6_5020  (121) AATTTTGGTCAGGAAGTTACGACGAAACCCTTAGATTCTGGGATTTTAGGATGATAAACT 
C.meleagridis_cgd6_5020  (121) AATTTTGGTCAGGAAGTTACGACGAAACCCTTAGATTCTGGGATTCTAGGATGATAAACT 
                               181                                                      240 
          ch2_cgd6_5020  (181) CTCCTATTTATGAGCACAAAACTAATGGAGGAATTTGGAGAATTAACCAATTTGAAGATT 
          ch3_cgd6_5020  (181) CTCCTATTTATGAGCACAAAACTAATGGAGGAATTTGGAGAATTAACCAATTTGAAGATT 
          ch4_cgd6_5020  (181) CTCCTATTTATGAGCACAAAACTAATGGAGGAATTTGGAGAATTAACCAATTTGAAGATT 
        TU502_cgd6_5020  (181) CTCCTATTTATGAGCACAAAACTAATGGAGGAATTTGGAGAATTAACCAATTTGAAGATT 
      rabbit1_cgd6_5020  (181) CTCCTATTTATGAGCACAAAACTAATGGAGGAATTTGGAGAATTAACCAATTTGAAGATT 
      rabbit2_cgd6_5020  (181) CTCCTATTTATGAGCACAAAACTAATGGAGGAATTTGGAGAATTAACCAATTTGAAGATT 
      rabbit3_cgd6_5020  (181) CTCCTATTTATGAGCACAAAACTAATGGAGGAATTTGGAGAATTAACCAATTTGAAGATT 
      rabbit4_cgd6_5020  (181) CTCCTATTTATGAGCACAAAACTAATGGAGGAATTTGGAGAATTAACCAATTTGAAGATT 
          cp2_cgd6_5020  (181) CTCCTATTTATGAGCACAAAACTAATGGAGGAATTTGGAGAATTAACCAATTTGAAGATT 
          cp3_cgd6_5020  (181) CTCCTATTTATGAGCACAAAACTAATGGAGGAATTTGGAGAATTAACCAATTTGAAGATT 
          cp4_cgd6_5020  (181) CTCCTATTTATGAGCACAAAACTAATGGAGGAATTTGGAGAATTAACCAATTTGAAGATT 
         Iowa_cgd6_5020  (181) CTCCTATTTATGAGCACAAAACTAATGGAGGAATTTGGAGAATTAACCAATTTGAAGATT 
      Moredun_cgd6_5020  (181) CTCCTATTTATGAGCACAAAACTAATGGAGGAATTTGGAGAATTAACCAATTTGAAGATT 
          w65_cgd6_5020  (181) CTCCTATTTATGAGCACAAAACTAATGGAGGAATTTGGAGAATTAACCAATTTGAAGATT 
          w66_cgd6_5020  (181) CTCCTATTTATGAGCACAAAACTAATGGAGGAATTTGGAGAATTAACCAATTTGAAGATT 
          w67_cgd6_5020  (181) CTCCTATTTATGAGCACAAAACTAATGGAGGAATTTGGAGAATTAACCAATTTGAAGATT 
          w70_cgd6_5020  (181) CTCCTATTTATGAGCACAAAACTAATGGAGGAATTTGGAGAATTAACCAATTTGAAGATT 
C.meleagridis_cgd6_5020  (181) T TCCTATTTATGAGCACAAAACTAATGGAGGAATTTGGAGAATTAACCAATTTGAAGATT 
                               241 
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          ch2_cgd6_5020  (241) ACCTTGGA 
          ch3_cgd6_5020  (241) ACCTTGGA 
          ch4_cgd6_5020  (241) ACCTTGGA 
        TU502_cgd6_5020  (241) ACCTTGGA 
      rabbit1_cgd6_5020  (241) ACCTTGGA 
      rabbit2_cgd6_5020  (241) ACCTTGGA 
      rabbit3_cgd6_5020  (241) ACCTTGGA 
      rabbit4_cgd6_5020  (241) ACCTTGGA 
          cp2_cgd6_5020  (241) ACCTTGGA 
          cp3_cgd6_5020  (241) ACCTTGGA 
          cp4_cgd6_5020  (241) ACCTTGGA 
         Iowa_cgd6_5020  (241) ACCTTGGA 
      Moredun_cgd6_5020  (241) ACCTTGGA 
          w65_cgd6_5020  (241) ACCTTGGA 
          w66_cgd6_5020  (241) ACCTTGGA 
          w67_cgd6_5020  (241) ACCTTGGA 
          w70_cgd6_5020  (241) ACCTTGGA 
C.meleagridis_cgd6_5020  (241) ACCTTGGA 

 
 
 
 
 
 
 
 
 
 
 
 
 
                          1                                                         60 
          ch2_COWP    (1) CAGGCATTATCTTGTAATACTGTACCTGGAGGGCAGACAGGTTGAGTTGGAGCAGAACTA 
          ch3_COWP    (1) CAGGCATTATCTTGTAATACTGTACCTGGAGGGCAGACAGGTTGAGTTGGAGCAGAACTA 
          ch4_COWP    (1) CAGGCATTATCTTGTAATACTGTACCTGGAGGGCAGACAGGTTGAGTTGGAGCAGAACTA 
        TU502_COWP    (1) CAGGCATTATCTTGTAATACTGTACCTGGAGGGCAGACAGGTTGAGTTGGAGCAGAACTA 
      rabbit1_COWP    (1) CAGGCATTATCTTGTAATACTGTACCTGGAGGGCAGACAGGTTGAGTTGGAGCAGAACTA 
      rabbit2_COWP    (1) CAGGCATTATCTTGTAATACTGTACCTGGAGGGCAGACAGGTTGAGTTGGAGCAGAACTA 
      rabbit3_COWP    (1) CAGGCATTATCTTGTAATACTGTACCTGGAGGGCAGACAGGTTGAGTTGGAGCAGAACTA 
      rabbit4_COWP    (1) CAGGCATTATCTTGTAATACTGTACCTGGAGGGCAGACAGGTTGAGTTGGAGCAGAACTA 
          cp2_COWP    (1) CAGGCATTATCTTGTAATACTGTACCTGGAGGGCAGACAGGTTGAGTTGGAGCAGAACTA 
          cp3_COWP    (1) CAGGCATTATCTTGTAATACTGTACCTGGAGGGCAGACAGGTTGAGTTGGAGCAGAACTA 
          cp4_COWP    (1) CAGGCATTATCTTGTAATACTGTACCTGGAGGGCAGACAGGTTGAGTTGGAGCAGAACTA 
         Iowa_COWP    (1) CAGGCATTATCTTGTAATACTGTACCTGGAGGGCAGACAGGTTGAGTTGGAGCAGAACTA 
      Moredun_COWP    (1) CAGGCATTATCTTGTAATACTGTACCTGGAGGGCAGACAGGTTGAGTTGGAGCAGAACTA 
          w65_COWP    (1) CAGGCATTATCTTGTAATACTGTACCTGGAGGGCAGACAGGTTGAGTTGGAGCAGAACTA 
          w66_COWP    (1) CAGGCATTATCTTGTAATACTGTACCTGGAGGGCAGACAGGTTGAGTTGGAGCAGAACTA 
          w67_COWP    (1) CAGGCATTATCTTGTAATACTGTACCTGGAGGGCAGACAGGTTGAGTTGGAGCAGAACTA 
          w70_COWP    (1) CAGGCATTATCTTGTAATACTGTACCTGGAGGGCAGACAGGTTGAGTTGGAGCAGAACTA 
C.meleagridis_COWP    (1) CAGGCATTATCTTGTAGCACTGTACCTGTAGGGCATACAGGTTGTGTTGGAGCGGAACTA 
                          61                                                       120 
          ch2_COWP   (61) GTTTGAATACACTGGAGGCCTTGTAAAATGAAATTTGGTGGGCATTCCTTTGCAGGAGCT 
          ch3_COWP   (61) GTTTGAATACACTGGAGGCCTTGTAAAATGAAATTTGGTGGGCATTCCTTTGCAGGAGCT 
          ch4_COWP   (61) GTTTGAATACACTGGAGGCCTTGTAAAATGAAATTTGGTGGGCATTCCTTTGCAGGAGCT 
        TU502_COWP   (61) GTTTGAATACACTGGAGGCCTTGTAAAATGAAATTTGGTGGGCATTCCTTTGCAGGAGCT 
      rabbit1_COWP   (61) GTTTGAATACACTGGAGGCCTTGTAAAATGAAATTTGGTGGGCATTCCTTTGCAGGAGCT 
      rabbit2_COWP   (61) GTTTGAATACACTGGAGGCCTTGTAAAATGAAATTTGGTGGGCATTCCTTTGCAGGAGCT 
      rabbit3_COWP   (61) GTTTGAATACACTGGAGGCCTTGTAAAATGAAATTTGGTGGGCATTCCTTTGCAGGAGCT 
      rabbit4_COWP   (61) GTTTGAATACACTGGAGGCCTTGTAAAATGAAATTTGGTGGGCATTCCTTTGCAGGAGCT 
          cp2_COWP   (61) GTTTGTATACATTGGAGGCCTTGTAAAATGAAATTTGGTGGGCATTCCTTTGCAGGAGCT 
          cp3_COWP   (61) GTTTGTATACATTGGAGGCCTTGTAAAATGAAATTTGGTGGGCATTCCTTTGCAGGAGCT 
          cp4_COWP   (61) GTTTGTATACATTGGAGGCCTTGTAAAATGAAATTTGGTGGGCATTCCTTTGCAGGAGCT 
         Iowa_COWP   (61) GTTTGTATACATTGGAGGCCTTGTAAAATGAAATTTGGTGGGCATTCCTTTGCAGGAGCT 
      Moredun_COWP   (61) GTTTGTATACATTGGAGGCCTTGTAAAATGAAATTTGGTGGGCATTCCTTTGCAGGAGCT 
          w65_COWP   (61) GTTTGTATACATTGGAGGCCTTGTAAAATGAAATTTGGTGGGCATTCCTTTGCAGGAGCT 
          w66_COWP   (61) GTTTGTATACATTGGAGGCCTTGTAAAATGAAATTTGGTGGGCATTCCTTTGCAGGAGCT 
          w67_COWP   (61) GTTTGTATACATTGGAGGCCTTGTAAAATGAAATTTGGTGGGCATTCCTTTGCAGGAGCT 
          w70_COWP   (61) GTTTGTATACATTGGAGGCCTTGTAAAATGAAATTTGGTGGGCATTCCTTTGCAGGAGCT 
C.meleagridis_COWP   (61) GTTTGAATACACTGGAGGCCTTGTAATATGAAATTTGGTGGGCATTCCTTTGCAGGAGCT 
                          121                                                      180 
          ch2_COWP  (121) ACATATAGTACACAATCATCTCCTGAATCTGTATATCCTGGTGGGCAGACCATATCAATA 
          ch3_COWP  (121) ACATATAGTACACAATCATCTCCTGAATCTGTATATCCTGGTGGGCAGACCATATCAATA 
          ch4_COWP  (121) ACATATAGTACACAATCATCTCCTGAATCTGTATATCCTGGTGGGCAGACCATATCAATA 
        TU502_COWP  (121) ACATATAGTACACAATCATCTCCTGAATCTGTATATCCTGGTGGGCAGACCATATCAATA 
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      rabbit1_COWP  (121) ACATATAGTACACAATCATCTCCTGAATCTGTATATCCTGGTGGGCAGACCATATCAATA 
      rabbit2_COWP  (121) ACATATAGTACACAATCATCTCCTGAATCTGTATATCCTGGTGGGCAGACCATATCAATA 
      rabbit3_COWP  (121) ACATATAGTACACAATCATCTCCTGAATCTGTATATCCTGGTGGGCAGACCATATCAATA 
      rabbit4_COWP  (121) ACATATAGTACACAATCATCTCCTGAATCTGTATATCCTGGTGGGCAGACCATATCAATA 
          cp2_COWP  (121) ACATATAGTACACAATCATCTCCTGAGTCTGTATATCCTGGTGGGCAGACCATATCAATA 
          cp3_COWP  (121) ACATATAGTACACAATCATCTCCTGAGTCTGTATATCCTGGTGGGCAGACCATATCAATA 
          cp4_COWP  (121) ACATATAGTACACAATCATCTCCTGAGTCTGTATATCCTGGTGGGCAGACCATATCAATA 
         Iowa_COWP  (121) ACATATAGTACACAATCATCTCCTGAGTCTGTATATCCTGGTGGGCAGACCATATCAATA 
      Moredun_COWP  (121) ACATATAGTACACAATCATCTCCTGAGTCTGTATATCCTGGTGGGCAGACCATATCAATA 
          w65_COWP  (121) ACATATAGTACACAATCATCTCCTGAGTCTGTATATCCTGGTGGGCAGACCATATCAATA 
          w66_COWP  (121) ACATATAGTACACAATCATCTCCTGAGTCTGTATATCCTGGTGGGCAGACCATATCAATA 
          w67_COWP  (121) ACATATAGTACACAATCATCTCCTGAGTCTGTATATCCTGGTGGGCAGACCATATCAATA 
          w70_COWP  (121) ACATATAGTACACAATCATCTCCTGAGTCTGTATATCCTGGTGGGCAGACCATATCAATA 
C.meleagridis_COWP  (121) ACATATAGAACACAATCATCTCCTGAGTCTGTATATCCTGGTGGGCAGACCATATCAATA 
                          181                                                      240 
          ch2_COWP  (181) TTTTTAATCACTTTACATTTTCCATTTTCAAATATTGAATTAGGTGGGCATGTCGATTCT 
          ch3_COWP  (181) TTTTTAATCACTTTACATTTTCCATTTTCAAATATTGAATTAGGTGGGCATGTCGATTCT 
          ch4_COWP  (181) TTTTTAATCACTTTACATTTTCCATTTTCAAATATTGAATTAGGTGGGCATGTCGATTCT 
        TU502_COWP  (181) TTTTTAATCACTTTACATTTTCCATTTTCAAATATTGAATTAGGTGGGCATGTCGATTCT 
      rabbit1_COWP  (181) TTTTTAATCACTTTACATTTTCCATTTTCAAATATTGAATTAGGTGGGCATGTCGATTCT 
      rabbit2_COWP  (181) TTTTTAATCACTTTACATTTTCCATTTTCAAATATTGAATTAGGTGGGCATGTCGATTCT 
      rabbit3_COWP  (181) TTTTTAATCACTTTACATTTTCCATTTTCAAATATTGAATTAGGTGGGCATGTCGATTCT 
      rabbit4_COWP  (181) TTTTTAATCACTTTACATTTTCCATTTTCAAATATTGAATTAGGTGGGCATGTCGATTCT 
          cp2_COWP  (181) TTTTTAATCACTTTACATTTTCCATTTTCAAATATTGAATTAGGTGGGCATGTCGATTCT 
          cp3_COWP  (181) TTTTTAATCACTTTACATTTTCCATTTTCAAATATTGAATTAGGTGGGCATGTCGATTCT 
          cp4_COWP  (181) TTTTTAATCACTTTACATTTTCCATTTTCAAATATTGAATTAGGTGGGCATGTCGATTCT 
         Iowa_COWP  (181) TTTTTAATCACTTTACATTTTCCATTTTCAAATATTGAATTAGGTGGGCATGTCGATTCT 
      Moredun_COWP  (181) TTTTTAATCACTTTACATTTTCCATTTTCAAATATTGAATTAGGTGGGCATGTCGATTCT 
          w65_COWP  (181) TTTTTAATCACTTTACATTTTCCATTTTCAAATATTGAATTAGGTGGGCATGTCGATTCT 
          w66_COWP  (181) TTTTTAATCACTTTACATTTTCCATTTTCAAATATTGAATTAGGTGGGCATGTCGATTCT 
          w67_COWP  (181) TTTTTAATCACTTTACATTTTCCATTTTCAAATATTGAATTAGGTGGGCATGTCGATTCT 
          w70_COWP  (181) TTTTTAATCACTTTACATTTTCCATTTTCAAATATTGAATTAGGTGGGCATGTCGATTCT 
C.meleagridis_COWP  (181) TTTTTAATCACTTTGCATTTTCCATTTTCAAATATTGAATTAGGTGGGCATGTAGATTCT 
                          241                                                      300 
          ch2_COWP  (241) AATTCAGCTGATTCTGGTGCCATACATTGTTGTCCTGACAAATTGAATCCAGGAGGACAG 
          ch3_COWP  (241) AATTCAGCTGATTCTGGTGCCATACATTGTTGTCCTGACAAATTGAATCCAGGAGGACAG 
          ch4_COWP  (241) AATTCAGCTGATTCTGGTGCCATACATTGTTGTCCTGACAAATTGAATCCAGGAGGACAG 
        TU502_COWP  (241) AATTCAGCTGATTCTGGTGCCATACATTGTTGTCCTGACAAATTGAATCCAGGAGGACAG 
      rabbit1_COWP  (241) AATTCAGCTGATTCTGGTGCCATACATTGTTGTCCTGACAAATTGAATCCAGGAGGACAG 
      rabbit2_COWP  (241) AATTCAGCTGATTCTGGTGCCATACATTGTTGTCCTGACAAATTGAATCCAGGAGGACAG 
      rabbit3_COWP  (241) AATTCAGCTGATTCTGGTGCCATACATTGTTGTCCTGACAAATTGAATCCAGGAGGACAG 
      rabbit4_COWP  (241) AATTCAGCTGATTCTGGTGCCATACATTGTTGTCCTGACAAATTGAATCCAGGAGGACAG 
          cp2_COWP  (241) AATTCAGCTGATTCTGGTGCCATACATTGTTGTCCTGACAAATTGAATCCAGGAGGACAG 
          cp3_COWP  (241) AATTCAGCTGATTCTGGTGCCATACATTGTTGTCCTGACAAATTGAATCCAGGAGGACAG 
          cp4_COWP  (241) AATTCAGCTGATTCTGGTGCCATACATTGTTGTCCTGACAAATTGAATCCAGGAGGACAG 
         Iowa_COWP  (241) AATTCAGCTGATTCTGGTGCCATACATTGTTGTCCTGACAAATTGAATCCAGGAGGACAG 
      Moredun_COWP  (241) AATTCAGCTGATTCTGGTGCCATACATTGTTGTCCTGACAAATTGAATCCAGGAGGACAG 
          w65_COWP  (241) AATTCAGCTGATTCTGGTGCCATACATTGTTGTCCTGACAAATTGAATCCAGGAGGACAG 
          w66_COWP  (241) AATTCAGCTGATTCTGGTGCCATACATTGTTGTCCTGACAAATTGAATCCAGGAGGACAG 
          w67_COWP  (241) AATTCAGCTGATTCTGGTGCCATACATTGTTGTCCTGACAAATTGAATCCAGGAGGACAG 
          w70_COWP  (241) AATTCAGCTGATTCTGGTGCCATACATTGTTGTCCTGACAAATTGAATCCAGGAGGACAG 
C.meleagridis_COWP  (241) AATTCAGCAGATTCTGGTGCCATACATTGTTGTCCTGACAAATTAAATCCAGGAGGACAG 
                          301                                                      360 
          ch2_COWP  (301) ATTTTGTTTGCAGGGAGATATTGAACACATCTATTTCCTTCTTCAACAAAACCAGAAGGA 
          ch3_COWP  (301) ATTTTGTTTGCAGGGAGATATTGAACACATCTATTTCCTTCTTCAACAAAACCAGAAGGA 
          ch4_COWP  (301) ATTTTGTTTGCAGGGAGATATTGAACACATCTATTTCCTTCTTCAACAAAACCAGAAGGA 
        TU502_COWP  (301) ATTTTGTTTGCAGGGAGATATTGAACACATCTATTTCCTTCTTCAACAAAACCAGAAGGA 
      rabbit1_COWP  (301) ATTTTGTTTGCAGGGAGATATTGAACACATCTATTTCCTTCTTCAACAAAACCAGAAGGA 
      rabbit2_COWP  (301) ATTTTGTTTGCAGGGAGATATTGAACACATCTATTTCCTTCTTCAACAAAACCAGAAGGA 
      rabbit3_COWP  (301) ATTTTGTTTGCAGGGAGATATTGAACACATCTATTTCCTTCTTCAACAAAACCAGAAGGA 
      rabbit4_COWP  (301) ATTTTGTTTGCAGGGAGATATTGAACACATCTATTTCCTTCTTCAACAAAACCAGAAGGA 
          cp2_COWP  (301) ATTTTATTTGCAGGGAGATATTGAACACATCTATTTCCTTCTTCAACAAAACCAGAAGGA 
          cp3_COWP  (301) ATTTTATTTGCAGGGAGATATTGAACACATCTATTTCCTTCTTCAACAAAACCAGAAGGA 
          cp4_COWP  (301) ATTTTATTTGCAGGGAGATATTGAACACATCTATTTCCTTCTTCAACAAAACCAGAAGGA 
         Iowa_COWP  (301) ATTTTATTTGCAGGGAGATATTGAACACATCTATTTCCTTCTTCAACAAAACCAGAAGGA 
      Moredun_COWP  (301) ATTTTATTTGCAGGGAGATATTGAACACATCTATTTCCTTCTTCAACAAAACCAGAAGGA 
          w65_COWP  (301) ATTTTATTTGCAGGGAGATATTGAACACATCTATTTCCTTCTTCAACAAAACCAGAAGGA 
          w66_COWP  (301) ATTTTATTTGCAGGGAGATATTGAACACATCTATTTCCTTCTTCAACAAAACCAGAAGGA 
          w67_COWP  (301) ATTTTATTTGCAGGGAGATATTGAACACATCTATTTCCTTCTTCAACAAAACCAGAAGGA 
          w70_COWP  (301) ATTTTATTTGCAGGGAGATATTGAACACATCTATTTCCTTCTTCAACAAAACCAGAAGGA 
C.meleagridis_COWP  (301) ATTTTGTTTGCAGGGAGATATTGAACACATCTATTTCCTTCTTCAACAAAACCAGAAGGA 
                          361                                                      420 
          ch2_COWP  (361) CAAACGGTATCAATTTGTTGAATTAATTTACATGTGCCATTTTCCAGTATAGTACCTGGA 
          ch3_COWP  (361) CAAACGGTATCAATTTGTTGAATTAATTTACATGTGCCATTTTCCAGTATAGTACCTGGA 
          ch4_COWP  (361) CAAACGGTATCAATTTGTTGAATTAATTTACATGTGCCATTTTCCAGTATAGTACCTGGA 
        TU502_COWP  (361) CAAACGGTATCAATTTGTTGAATTAATTTACATGTGCCATTTTCCAGTATAGTACCTGGA 
      rabbit1_COWP  (361) CAAACGGTATCAATTTGTTGAATTAATTTACATGTGCCATTTTCCAGTATAGTACCTGGA 
      rabbit2_COWP  (361) CAAACGGTATCAATTTGTTGAATTAATTTACATGTGCCATTTTCCAGTATAGTACCTGGA 
      rabbit3_COWP  (361) CAAACGGTATCAATTTGTTGAATTAATTTACATGTGCCATTTTCCAGTATAGTACCTGGA 
      rabbit4_COWP  (361) CAAACGGTATCAATTTGTTGAATTAATTTACATGTGCCATTTTCCAGTATAGTACCTGGA 
          cp2_COWP  (361) CAAACGGTATCAATTTGTTGAATTAATTTACATGTGCCATTCTCCAGTATAGTGCCTGGA 
          cp3_COWP  (361) CAAACGGTATCAATTTGTTGAATTAATTTACATGTGCCATTCTCCAGTATAGTGCCTGGA 
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          cp4_COWP  (361) CAAACGGTATCAATTTGTTGAATTAATTTACATGTGCCATTCTCCAGTATAGTGCCTGGA 
         Iowa_COWP  (361) CAAACGGTATCAATTTGTTGAATTAATTTACATGTGCCATTCTCCAGTATAGTGCCTGGA 
      Moredun_COWP  (361) CAAACGGTATCAATTTGTTGAATTAATTTACATGTGCCATTCTCCAGTATAGTGCCTGGA 
          w65_COWP  (361) CAAACGGTATCAATTTGTTGAATTAATTTACATGTGCCATTCTCCAGTATAGTGCCTGGA 
          w66_COWP  (361) CAAACGGTATCAATTTGTTGAATTAATTTACATGTGCCATTCTCCAGTATAGTGCCTGGA 
          w67_COWP  (361) CAAACGGTATCAATTTGTTGAATTAATTTACATGTGCCATTCTCCAGTATAGTGCCTGGA 
          w70_COWP  (361) CAAACGGTATCAATTTGTTGAATTAATTTACATGTGCCATTCTCCAGTATAGTGCCTGGA 
C.meleagridis_COWP  (361) CAAACGGTATCAATTTGTTGAATTAATTTACATGTACCATTCTCTAGTATAGTGCCTGGA 
                          421                                                      480 
          ch2_COWP  (421) GGACATTCTGGATTAGGAGGAGCTGTGTCTGATTGAACACATTGTTTTCCAGAAAAGACG 
          ch3_COWP  (421) GGACATTCTGGATTAGGAGGAGCTGTGTCTGATTGAACACATTGTTTTCCAGAAAAGACG 
          ch4_COWP  (421) GGACATTCTGGATTAGGAGGAGCTGTGTCTGATTGAACACATTGTTTTCCAGAAAAGACG 
        TU502_COWP  (421) GGACATTCTGGATTAGGAGGAGCTGTGTCTGATTGAACACATTGTTTTCCAGAAAAGACG 
      rabbit1_COWP  (421) GGACATTCTGGATTAGGAGGAGCTGTGTCTGATTGAACACATTGTTTTCCAGAAAAGACG 
      rabbit2_COWP  (421) GGACATTCTGGATTAGGAGGAGCTGTGTCTGATTGAACACATTGTTTTCCAGAAAAGACG 
      rabbit3_COWP  (421) GGACATTCTGGATTAGGAGGAGCTGTGTCTGATTGAACACATTGTTTTCCAGAAAAGACG 
      rabbit4_COWP  (421) GGACATTCTGGATTAGGAGGAGCTGTGTCTGATTGAACACATTGTTTTCCAGAAAAGACG 
          cp2_COWP  (421) GGACATTCTGGATTAGGAGGAGCTGTGTCTGATTGAACACATTGTTTTCCAGAAAAAACG 
          cp3_COWP  (421) GGACATTCTGGATTAGGAGGAGCTGTGTCTGATTGAACACATTGTTTTCCAGAAAAAACG 
          cp4_COWP  (421) GGACATTCTGGATTAGGAGGAGCTGTGTCTGATTGAACACATTGTTTTCCAGAAAAAACG 
         Iowa_COWP  (421) GGACATTCTGGATTAGGAGGAGCTGTGTCTGATTGAACACATTGTTTTCCAGAAAAAACG 
      Moredun_COWP  (421) GGACATTCTGGATTAGGAGGAGCTGTGTCTGATTGAACACATTGTTTTCCAGAAAAAACG 
          w65_COWP  (421) GGACATTCTGGATTAGGAGGAGCTGTGTCTGATTGAACACATTGTTTTCCAGAAAAAACG 
          w66_COWP  (421) GGACATTCTGGATTAGGAGGAGCTGTGTCTGATTGAACACATTGTTTTCCAGAAAAAACG 
          w67_COWP  (421) GGACATTCTGGATTAGGAGGAGCTGTGTCTGATTGAACACATTGTTTTCCAGAAAAAACG 
          w70_COWP  (421) GGACATTCTGGATTAGGAGGAGCTGTGTCTGATTGAACACATTGTTTTCCAGAAAAAACG 
C.meleagridis_COWP  (421) GGACATTCTGGATTAGGAGGAGCTGTGTCTGATTGAACACATTGCTTTCCAGAAAAAACG 
                          481                                           529 
          ch2_COWP  (481) AATCCTGGGGGACATGATTTTTCAGGCATAGTGAATGCAACACAATCTC 
          ch3_COWP  (481) AATCCTGGGGGACATGATTTTTCAGGCATAGTGAATGCAACACAATCTC 
          ch4_COWP  (481) AATCCTGGGGGACATGATTTTTCAGGCATAGTGAATGCAACACAATCTC 
        TU502_COWP  (481) AATCCTGGGGGACATGATTTTTCAGGCATAGTGAATGCAACACAATCTC 
      rabbit1_COWP  (481) AATCCTGGGGGACATGATTTTTCAGGCATAGTGAATGCAACACAATCTC 
      rabbit2_COWP  (481) AATCCTGGGGGACATGATTTTTCAGGCATAGTGAATGCAACACAATCTC 
      rabbit3_COWP  (481) AATCCTGGGGGACATGATTTTTCAGGCATAGTGAATGCAACACAATCTC 
      rabbit4_COWP  (481) AATCCTGGGGGACATGATTTTTCAGGCATAGTGAATGCAACACAATCTC 
          cp2_COWP  (481) AATCCTGGGGGACATGATTTTTCAGGCATAGTGAATGCAACACAATCTC 
          cp3_COWP  (481) AATCCTGGGGGACATGATTTTTCAGGCATAGTGAATGCAACACAATCTC 
          cp4_COWP  (481) AATCCTGGGGGACATGATTTTTCAGGCATAGTGAATGCAACACAATCTC 
         Iowa_COWP  (481) AATCCTGGGGGACATGATTTTTCAGGCATAGTGAATGCAACACAATCTC 
      Moredun_COWP  (481) AATCCTGGGGGACATGATTTTTCAGGCATAGTGAATGCAACACAATCTC 
          w65_COWP  (481) AATCCTGGGGGACATGATTTTTCAGGCATAGTGAATGCAACACAATCTC 
          w66_COWP  (481) AATCCTGGGGGACATGATTTTTCAGGCATAGTGAATGCAACACAATCTC 
          w67_COWP  (481) AATCCTGGGGGACATGATTTTTCAGGCATAGTGAATGCAACACAATCTC 
          w70_COWP  (481) AATCCTGGGGGACATGATTTTTCAGGCATAGTGAATGCAACACAATCTC 
C.meleagridis_COWP  (481) AATCCTGGAGGACATGATTTTTCAGGCATAGTAAATGCAACACAATCTC 
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    Cgd2_80 (4431 bp)   
    Chr2 (23.97k- 28.85k)    
    PCR product 266 bp    
    total number of bp 248    
            
Isolates 34 41 115 151 154 160 163 200 210 
Ch2 G G G A A T C T T 
Ch3 G G G A A T C T T 
Ch4 G G G A A T C T T 
TU502 G G G A A T C T   
Cp2 G A A G G C T T T 
Cp3 G A A G G C T T T 
Cp4 G A A G G C T T T 
Iowa G A A G G C T T T 
Moredun G A A G G C T T T 
w65 G A A G G C T T T 
w66 G A A G G C T T T 
w67 G A A G G C T T T 
w70 G A A G G C T T T 
Rabbit1 A G G A A T C T T 
Rabbit2 A G G A A T C T T 
Rabbit3 A G G A A T C T T 
Rabbit4 A G G A A T C T T 
C.meleagridis G A A G G C T G C 

     Cgd2_2430 (873 bp)      
     Chr2 (492.39k- 493.35k)       
     PCR product 389 bp         
     total number of bp 361       
                
Isolates 40 73 74 79 94 148 170 190 217  247  295  320  346  
Ch2 A G A T A A T T T C C G G 
Ch3 A G A T A A T T T C C G G 
Ch4 A G A T A A T T T C C G G 
TU502 A G A T A A T T T C C G G 
Cp2 G A G C G G A T C C T A A 
Cp3 G A G C G G A T C C T A A 
Cp4 G A G C G G A T C C T A A 
Iowa G A G C G G A T C C T A A 
Moredun G A G C G G A T C C T A A 
w65 G A G C G G A T C C T A A 
w66 G A G C G G A T C C T A A 
w67 G A G C G G A T C C T A A 
w70 G A G C G G A T C C T A A 
Rabbit1 G G A T A G T C T T C G G 
Rabbit2 G G A T A G T C T T C G G 
Rabbit3 G G A T A G T C T T C G G 
Rabbit4 G G A T A G T C T T C G G 



�
 

 

       cgd6_200 (1374 pb)             
      chr.6 (50.41k- 51.92k)             
      PCR product 447 bp               
      total number of bp 420              
                      
Isolates 37 55 102  103  109  112 116 136 145 151  202  256  259  265  277  301 318 319  325 331  
Ch2 A G G T G C A C T G T C C A C T C T T A 
Ch3 A G G T G C A C T G T C C A C T C T T A 
Ch4 A G G T G C A C T G T C C A C T C T T A 
TU502 A G G T G C A C T G T C C A C T C T T A 
Cp2 A G G C T T A C T G C T C G A T A T T A 
Cp3 A G G C T T A C T G C T C G A T A T T A 
Cp4 A G G C T T A C T G C T C G A T A T T A 
Iowa A G G C T T A C T G C T C G A T A T T A 
Moredun A G G C T T A C T G C T C G A T A T T A 
w65 A G G T T T A C T G C T C G A T A T T A 
w66 A G G T T T A C T G C T C G A T A T T A 
w67 A G G T T T A C T G C T C G A T A T T A 
w70 A G G T T T A C T G C T C G A T A T T A 
Rabbit1 A G G T G C A C T G T T C A C T C T T A 
Rabbit2 A G G T G C A C T G T T C A C T C T T A 
Rabbit3 A G G T G C A C T G T T C A C T C T T A 
Rabbit4 A G G T G C A C T G T T C A C T C T T A 
C.meleagridis  G A A T T T T A C A T T T G A C C A C G 
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  cgd6_5020 (651 bp)    
  Chr.6 (1189.88k- 1190.60k)   

  PCR product 271 bp    

  total number of bp 248     

        
Isolates 26 40 43 53 134 166 181 
Ch2 T G C A T T C 
Ch3 T G C A T T C 
Ch4 T G C A T T C 
TU502 T G C A T T C 
Cp2 T G T A A T C 
Cp3 T G T A A T C 
Cp4 T G T A A T C 
Iowa T G T A A T C 
Moredun T G T A A T C 
w65 T G T A A T C 
w66 T G T A A T C 
w67 T G T A A T C 
w70 T G T A A T C 
Rabbit1 T G C A T T C 
Rabbit2 T G C A T T C 
Rabbit3 T G C A T T C 
Rabbit4 T G C A T T C 
C.meleagridis C T C G A C T 

 
 
 
 

 
 
 

      cgd8_2370 (1188 bp)     
      chr.8 (631.04K- 632.35K)      
      PCR product 685 bp      
      total number of bp 661     
              
Isolates  72 102  132  279  291 312 414 450 513  543  579  596  
Ch2 T A A T A G T A A T C A 
Ch3 T A A T A G T A A T C A 
Ch4 T A A T A G T A A T C A 
TU502 T A G T A G T A A T C A 
Cp2 T C G A A A C G G C T G 
Cp3 T C G A A A C G G C T G 
Cp4 T C G A A A C G G C T G 
Iowa T C G A A A C G G C T G 
Moredun T C G A A A C G G C T G 
w65 T C G A G A C G G C T G 
w66 T C G A G A C G G C T G 
w67 T C G A G A C G G C T G 
w70 T C G A G A C G G C T G 
Rabbit1 A C G T A G T A A T C A 
Rabbit2 A C G T A G T A A T C A 
Rabbit3 A C G T A G T A A T C A 
Rabbit4 A C G T A G T A A T C A 
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   Chro.20156 (795 bp)  
   Chr.2 (310.76- 311.551K)  
   PCR product 247 bp   
   total number of bp 248  
        
Isolates 107 186 196 208 227 228 
Ch2 G A A T A A 
Ch3 G A A T A A 
Ch4 G A A T A A 
TU502 G A A T A A 
Cp2 A G A C C C 
Cp3 A G A C C C 
Cp4 A G A C C C 
Iowa A G A C C C 
Moredun A G A C C C 
w65 A G A C C C 
w66 A G A C C C 
w67 A G A C C C 
w70 A G A C C C 
Rabbit1 G A T T A A 
Rabbit2 G A T T A A 
Rabbit3 G A T T A A 
Rabbit4 G A T T A A 

 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 

 chro.50330 (681 bp) 
 chr.5 (148.97K- 151.05K ) 
 PCR product 368 bp 
 total number of bp 346 

      
Isolates 9 69 210 
Ch2 G T A 
Ch3 G T A 
Ch4 G T A 
TU502 G T A 
Cp2 A C G 
Cp3 A C G 
Cp4 A C G 
Iowa A C G 
Moredun A C G 
w65 A C G 
w66 A C G 
w67 A C G 
w70 A C G 
Rabbit1 G T A 
Rabbit2 G T A 
Rabbit3 G T A 
Rabbit4 G T A 



 

 

 
           chro.50317 (1419 bp)         
           chr.5 (173.60K- 179.56K )        
           PCR product 752 bp         
           total number of bp 727          
                         
Isolates 9  35 46 65 71 74 82 110  126  134 152  153 203 214 219  221  228  230  239  245  263  293  298  
Ch2 T T G G A T C T A T G G T C A G G A T G G T G 
Ch3 T T G G A T C T A T G G T C A G G A T G G T G 
Ch4 T T G G A T C T A T G G T C A G G A T G G T G 
TU502 T T G G A T C T A T G G T C A G G A T G G T G 
Cp2 C T G G A T T T A T G G T C A G G A T A A T G 
Cp3 C T G G A T T T A T G G T C A G G A T A A T G 
Cp4 C T G G A T T T A T G G T C A G G A T A A T G 
Iowa C T G G A T T T A T G G T C A G G A T A A T G 
Moredun C T G G A T T T A T G G T C A G G A T A A T G 
w65 C T G G A T T T A T G G T C A G A A T A A T G 
w66 C T G G A T T T A T G G T C A G A A T A A T G 
w67 C T G G A T T T A T G G T C A G A A T A A T G 
w70 C T G G A T T T A T G G T C A G A A T A A T G 
Rabbit1 T T G G A T C T A T G G T C A G G A T G G T G 
Rabbit2 T T G G A T C T A T G G T C A G G A T G G T G 
Rabbit3 T T G G A T C T A T G G T C A G G A T G G T G 
Rabbit4 T T G G A T C T A T G G T C A G G A T G G T G 
C.meleagridis    C A A G G G C G A T T C G G T G G A G G C A 
 
 
 
 
 
 
 
 
 
 



 

 

        chro.50317 (1419 bp)                   

        
chr.5 (173.60K- 
179.56K )                  

        PCR product 752 bp                  
        total number of bp 727                   
                              
Isolate 299 307 310 319 324 331 340 364 396 413 424 431 458 464 476 494 523 524 533 536 569 581 584 596 620 632 638 645 

Ch2 G A G A A A C G T T G A G A G G G G C G T A A A T C A G 
Ch3 G A G A A A C G T T G A G A G G G G C G T A A A T C A G 
Ch4 G A G A A A C G T T G A G A G G G G C G T A A A T C A G 

TU502 G A G A A A C G T T G A G A G G G G C G T A A A T C A G 

Cp2 G G C G A A T G T T A A G G G G A G C G T A A A C C A A 
Cp3 G G C G A A T G T T A A G G G G A G C G T A A A C C A A 
Cp4 G G C G A A T G T T A A G G G G A G C G T A A A C C A A 
Iowa G G C G A A T G T T A A G G G G A G C G T A A A C C A A 
Moredun G G C G A A T G T T A A G G G G A G C G T A A A C C A A 

w65 G A C G A A T G T T A A G G G G A G T G T A A A C C A A 
w66 G A C G A A T G T T A A G G G G A G T G T A A A C C A A 
w67 G A C G A A T G T T A A G G G G A G T G T A A A C C A A 
w70 G A C G A A T G T T A A G G G G A G T G T A A A C C A A 

Rabbit1 G A C A A A C G T T A A G A G G G G C G T A A A T C A G 
Rabbit2 G A C A A A C G T T A A G A G G G G C G T A A A T C A G 
Rabbit3 G A C A A A C G T T A A G A G G G G C G T A A A T C A G 
Rabbit4 G A C A A A C G T T A A G A G G G G C G T A A A T C A G 
C.melea- 
gridis  A A C G G G T C C C A G A G T T A A C T C G G G T T G A 

 
 
 
 
 
 
 
 
 
 



 

 

            chro.50457 (1080 bp)       
            Chr.5 (903.26K- 905.12K )      
            PCR product 394 bp      
            total number of bp 373        
                            
Isolates 12 13 28 31 38 43 44 45 49 50 51 73 85 91 94 97 98 108  142  146  154  158  161  162  169  178  
Ch2 G T A C G A T T A G A A T T A C G A T A G G A A C A 
Ch3 G T A C G A T T A G A A T T A C G A T A G G A A C A 
Ch4 G T A C G A T T A G A A T T A C G A T A G G A A C A 
TU502 G T A C G A T T A G A A T T A C G A T A G G A A C A 
Cp2 G T A C G A T C G G A A T T A C A A T A A G G G T A 
Cp3 G T A C G A T C G G A A T T A C A A T A A G G G T A 
Cp4 G T A C G A T C G G A A T T A C A A T A A G G G T A 
Iowa G T A C G A T C G G A A T T A C A A T A A G G G T A 
Moredun G T A C G A T C G G A A T T A C A A T A A G G G T A 
w65 G T A C G A T C G G A A T T A C A A T A A G G G T A 
w66 G T A C G A T C G G A A T T A C A A T A A G G G T A 
w67 G T A C G A T C G G A A T T A C A A T A A G G G T A 
w70 G T A C G A T C G G A A T T A C A A T A A G G G T A 
Rabbit1 G T A C G A T T A G A A T T A C G A T A G G A A C A 
Rabbit2 G T A C G A T T A G A A T T A C G A T A G G A A C A 
Rabbit3 G T A C G A T T A G A A T T A C G A T A G G A A C A 
Rabbit4 G T A C G A T T A G A A T T A C G A T A G G A A C A 
C.meleagridis  A C G T A G A C A A T G C C G T G G C G A A G A G G 
 
 
 
 
 
 
 
 
 
 
     chro.50457 (1080 bp)             



 

 

     Chr.5 (903.26K- 905.12K )           
     PCR product 394 bp            
     total number of bp 373             
                    
Isolates 196 227 229 238 241 247 265 266  268  271  283  307  310  313  316  331  335  340  350  
Ch2 T C A C T A A G T T C C C T T T A C T 
Ch3 T C A C T A A G T T C C C T T T A C T 
Ch4 T C A C T A A G T T C C C T T T A C T 
TU502 T C A C T A A G T T C C C T T T A C T 
Cp2 T C A T T A A A T T C C T T T T A T C 
Cp3 T C A T T A A A T T C C T T T T A T C 
Cp4 T C A T T A A A T T C C T T T T A T C 
Iowa T C A T T A A A T T C C T T T T A T C 
Moredun T C A T T A A A T T C C T T T T A T C 
w65 T C A T T A A A T T C C T T T T A T C 
w66 T C A T T A A A T T C C T T T T A T C 
w67 T C A T T A A A T T C C T T T T A T C 
w70 T C A T T A A A T T C C T T T T A T C 
Rabbit1 T C A C T A A G T T C C C T T T A C T 
Rabbit2 T C A C T A A G T T C C C T T T A C T 
Rabbit3 T C A C T A A G T T C C C T T T A C T 
Rabbit4 T C A C T A A G T T C C C T T T A C T 
C.meleagridis  C T G T C T G G C C T T T C G C G T T 
 
 
 
 
 
 
 
 
 
     Chro.30149 (1500 bp)              
     chr.3 (9.7K- 11.5 K)              
     PCR product 331 bp              



 

 

     total number of bp 308              
                       
Isolates 14 17 41 44 50 56 59 62 68 71 110  152 158 167  173 179 233 245  257 263  
Ch2 T A A A C T T T A T T A T A G T T A A T 
Ch3 T A A A C T T T A T T A T A G T T A A T 
Ch4 T A A A C T T T A T T A T A G T T A A T 
TU502 T A A A C T T T A T T A T A G T T A A T 
Cp2 T A A A C T T T A T T A T A G T T A A T 
Cp3 T A A A C T T T A T T A T A G T T A A T 
Cp4                       
Iowa T A A A C T T T A T T A T A G T T A A T 
Moredun T A A A C T T T A T T A T A G T T A A T 
w65 T A A A C T T T A T T A T A G T T A A T 
w66 T A A A C T T T A T T A T A G T T A A T 
w67 T A A A C T T T A T T A T A G T T A A T 
w70 T A A A C T T T A T T A T A G T T A A T 
Rabbit1 T A A A C T T T A T T A T A G T T A A T 
Rabbit2 T A A A C T T T A T T A T A G T T A A T 
Rabbit3 T A A A C T T T A T T A T A G T T A A T 
Rabbit4 T A A A C T T T A T T A T A G T T A A T 
C.meleagridis  A G G G T C C C G C C G C C T C C G G C 
 
 
 
 
 
 
 
 
 
 
 
     COWP  ( Cryptosporidium  oocyst wall protein) 4890 bp            
        Chr.6 (493.95K- 499.32K)             
      PCR product 555 bp             



 

 

      total number of bp 529             
                           
Isolates 17 18 29 36 45 54 66 72 87 129 147 195 234 249 285 306  396  402  405  414  465  477  489  513  
Ch2 A T G G A A A C A T A A C T G G G T C A T G G G 
Ch3 A T G G A A A C A T A A C T G G G T C A T G G G 
Ch4 A T G G A A A C A T A A C T G G G T C A T G G G 
TU502 A T G G A A A C A T A A C T G G G T C A T G G G 
Cp2 A T G G A A T T A T G A C T G A G C C G T A G G 
Cp3 A T G G A A T T A T G A C T G A G C C G T A G G 
Cp4 A T G G A A T T A T G A C T G A G C C G T A G G 
Iowa A T G G A A T T A T G A C T G A G C C G T A G G 
Moredun A T G G A A T T A T G A C T G A G C C G T A G G 
w65 A T G G A A T T A T G A C T G A G C C G T A G G 
w66 A T G G A A T T A T G A C T G A G C C G T A G G 
w67 A T G G A A T T A T G A C T G A G C C G T A G G 
w70 A T G G A A T T A T G A C T G A G C C G T A G G 
Rabbit1 A T G G A A A C A T A A C T G G G T C A T G G G 
Rabbit2 A T G G A A A C A T A A C T G G G T C A T G G G 
Rabbit3 A T G G A A A C A T A A C T G G G T C A T G G G 
Rabbit4 A T G G A A A C A T A A C T G G G T C A T G G G 
C.meleagridis  G C T T T G A C T A G G A A A G A C T G C A A A 
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                                         1                                               50 
                         IOWA_cry    (1) GTTTTTTCTGGAAAACAATGTGTTCAATCAGACACAGCTCCTCCTAATCC 
  IOWA_cry_WGA_illustra_GenomiPhi    (1) GTTTTTTCTGGAAAACAATGTGTTCAATCAGACACAGCTCCTCCTAATCC 
             IOWA_cry_WGA_REPLI-g    (1) GTTTTTTCTGGAAAACAATGTGTTCAATCAGACACAGCTCCTCCTAATCC 
          IOWA_cry_WGA_GenomePlex    (1) GTTTTTTCTGGAAAACAATGTGTTCAATCAGACACAGCTCCTCCTAATCC 
                       W15511_cry    (1) GTTTTTTCTGGAAAACAATGTGTTCAATCAGACACAGCTCCTCCTAATCC 
W15511_cry_WGA_illustra_GenomiPhi    (1) GTTTTTTCTGGAAAACAATGTGTTCAATCAGACACAGCTCCTCCTAATCC 
           W15511_cry_WGA_REPLI-g    (1) GTTTTTTCTGGAAAACAATGTGTTCAATCAGACACAGCTCCTCCTAATCC 
        W15511_cry_WGA_GenomePlex    (1) GTTTTTTCTGGAAAACAATGTGTTCAATCAGACACAGCTCCTCCTAATCC 
                       W15516_cry    (1) GTTTTTTCTGGAAAACAATGTGTTCAATCAGACACAGCTCCTCCTAATCC 
W15516_cry_WGA_illustra_GenomiPhi    (1) GTTTTTTCTGGAAAACAATGTGTTCAATCAGACACAGCTCCTCCTAATCC 
           W15516_cry_WGA_REPLI-g    (1) GTTTTTTCTGGAAAACAATGTGTTCAATCAGACACAGCTCCTCCTAATCC 
        W15516_cry_WGA_GenomePlex    (1) GTTTTTTCTGGAAAACAATGTGATCAATCAGACACAGCTCCTCCTAATCC 
                       W15507_cry    (1) GTCTTTTCTGGAAAACAATGTGTTCAATCAGACACAGCTCCTCCTAATCC 
W15507_cry_WGA_illustra_GenomiPhi    (1) GTCTTTTCTGGAAAACAATGTGTTCAATCAGACACAGCTCCTCCTAATCC 
           W15507_cry_WGA_REPLI-g    (1) GTCTTTTCTGGAAAACAATGTGTTCAATCAGACACAGCTCCTCCTAATCC 
        W15507_cry_WGA_GenomePlex    (1) GTCTTTTCTGGAAAACAATGTGTTCAATCAGACACAGCTCCTCCTAATCC 
                                         51                                             100 
                         IOWA_cry   (51) AGAATGTCCTCCAGGCACTATACTGGAGAATGGCACATGTAAATTAATTC 
  IOWA_cry_WGA_illustra_GenomiPhi   (51) AGAATGTCCTCCAGGCACTATACTGGAGAATGGCACATGTAAATTAATTC 
             IOWA_cry_WGA_REPLI-g   (51) AGAATGTCCTCCAGGCACTATACTGGAGAATGGCACATGTAAATTAATTC 
          IOWA_cry_WGA_GenomePlex   (51) AGAATGTCCTCCAGGCACTATACTGGAGAATGGCACATGTAAATTAATTC 
                       W15511_cry   (51) AGAATGTCCTCCAGGCACTATACTGGAGAATGGCACATGTAAATTAATTC 
W15511_cry_WGA_illustra_GenomiPhi   (51) AGAATGTCCTCCAGGCACTATACTGGAGAATGGCACATGTAAATTAATTC 
           W15511_cry_WGA_REPLI-g   (51) AGAATGTCCTCCAGGCACTATACTGGAGAATGGCACATGTAAATTAATTC 
        W15511_cry_WGA_GenomePlex   (51) AGAATGTCCTCCAGGCACTATACTGGAGAATGGCACATGTAAATTAATTC 
                       W15516_cry   (51) AGAATGTCCTCCAGGCACTATACTGGAGAATGGCACATGTAAATTAATTC 
W15516_cry_WGA_illustra_GenomiPhi   (51) AGAATGTCCTCCAGGCACTATACTGGAGAATGGCACATGTAAATTAATTC 
           W15516_cry_WGA_REPLI-g   (51) AGAATGTCCTCCAGGCACTATACTGGAGAATGGCACATGTAAATTAATTC 
        W15516_cry_WGA_GenomePlex   (51) AGAATGTCCTCCAGGCACTATACTGGAGAATGGCACATGTAAATTAATTC 
                       W15507_cry   (51) AGAATGTCCTCCAGGTACTATACTGGAAAATGGCACATGTAAATTAATTC 
W15507_cry_WGA_illustra_GenomiPhi   (51) AGAATGTCCTCCAGGTACTATACTGGAAAATGGCACATGTAAATTAATTC 
           W15507_cry_WGA_REPLI-g   (51) AGAATGTCCTCCAGGTACTATACTGGAAAATGGCACATGTAAATTAATTC 
        W15507_cry_WGA_GenomePlex   (51) AGAATGTCCTCCAGGTACTATACTGGAAAATGGCACATGTAAATTAATTC 
                                         101                                            150 
                         IOWA_cry  (101) AACAAATTGATACCGTTTGTCCTTCTGGTTTTGTTGAAGAAGGAAATAGA 
  IOWA_cry_WGA_illustra_GenomiPhi  (101) AACAAATTGATACCGTTTGTCCTTCTGGTTTTGTTGAAGAAGGAAATAGA 
             IOWA_cry_WGA_REPLI-g  (101) AACAAATTGATACCGTTTGTCCTTCTGGTTTTGTTGAAGAAGGAAATAGA 
          IOWA_cry_WGA_GenomePlex  (101) AACAAATTGATACCGTTTGTCCTTCTGGTTTTGTTGAAGAAGGAAATAGA 
                       W15511_cry  (101) AACAAATTGATACCGTTTGTCCTTCTGGTTTTGTTGAAGAAGGAAATAGA 
W15511_cry_WGA_illustra_GenomiPhi  (101) AACAAATTGATACCGTTTGTCCTTCTGGTTTTGTTGAAGAAGGAAATAGA 
           W15511_cry_WGA_REPLI-g  (101) AACAAATTGATACCGTTTGTCCTTCTGGTTTTGTTGAAGAAGGAAATAGA 
        W15511_cry_WGA_GenomePlex  (101) AACAAATTGATACCGTTTGTCCTTCTGGTTTTGTTGAAGAAGGAAATAGA 
                       W15516_cry  (101) AACAAATTGATACCGTTTGTCCTTCTGGTTTTGTTGAAGAAGGAAATAGA 
W15516_cry_WGA_illustra_GenomiPhi  (101) AACAAATTGATACCGTTTGTCCTTCTGGTTTTGTTGAAGAAGGAAATAGA 
           W15516_cry_WGA_REPLI-g  (101) AACAAATTGATACCGTTTGTCCTTCTGGTTTTGTTGAAAAAGGAAATAGA 
        W15516_cry_WGA_GenomePlex  (101) AACAAATTGATACCGTTTGTCCTTCTGGTTTTGTTGAAGAAGGAAATAGA 
                       W15507_cry  (101) AACAAATTGATACCGTTTGTCCTTCTGGTTTTGTTGAAGAAGGAAATAGA 
W15507_cry_WGA_illustra_GenomiPhi  (101) AACAAATTGATACCGTTTGTCCTTCTGGTTTTGTTGAAGAAGGAAATAGA 
           W15507_cry_WGA_REPLI-g  (101) AACAAATTGATACCGTTTGTCCTTCTGGTTTTGTTGAAGAAGGAAATAGA 
        W15507_cry_WGA_GenomePlex  (101) AACAAATTGATACCGTTTGTCCTTCTGGTTTTGTTGAAGAAGGAAATAGA 
                                         151                                            200 
                         IOWA_cry  (151) TGTGTTCAATATCTCCCTGCAAATAAAATCTGTCCTCCTGGATTCAATTT 
  IOWA_cry_WGA_illustra_GenomiPhi  (151) TGTGTTCAATATCTCCCTGCAAATAAAATCTGTCCTCCTGGATTCAATTT 
             IOWA_cry_WGA_REPLI-g  (151) TGTGTTCAATATCTCCCTGCAAATAAAATCTGTCCTCCTGGATTCAATTT 
          IOWA_cry_WGA_GenomePlex  (151) TGTGTTCAATATCTCCCTGCAAATAAAATCTGTCCTCCTGGATTCAATTT 
                       W15511_cry  (151) TGTGTTCAATATCTCCCTGCAAATAAAATCTGTCCTCCTGGATTCAATTT 
W15511_cry_WGA_illustra_GenomiPhi  (151) TGTGTTCAATATCTCCCTGCAAATAAAATCTGTCCTCCTGGATTCAATTT 
           W15511_cry_WGA_REPLI-g  (151) TGTGTTCAATATCTCCCTGCAAATAAAATCTGTCCTCCTGGATTCAATTT 
        W15511_cry_WGA_GenomePlex  (151) TGTGTTCAATATCTCCCTGCAAATAAAATCTGTCCTCCTGGATTCAATTT 
                       W15516_cry  (151) TGTGTTCAATATCTCCCTGCAAATAAAATCTGTCCTCCTGGATTCAATTT 
W15516_cry_WGA_illustra_GenomiPhi  (151) TGTGTTCAATATCTCCCTGCAAATAAAATCTGTCCTCCTGGATTCAATTT 
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           W15516_cry_WGA_REPLI-g  (151) TGTGTTCAATATCTCCCTGCAAATAAAATCTGTCCTCCTGGATTCAATTT 
        W15516_cry_WGA_GenomePlex  (151) TGTGTTCAATATCTCCCTGCAAATAAAATCTGTCCTCCTGGATTCAATTT 
                       W15507_cry  (151) TGTGTTCAATATCTCCCTGCAAACAAAATCTGTCCTCCTGGATTCAATTT 
W15507_cry_WGA_illustra_GenomiPhi  (151) TGTGTTCAATATCTCCCTGCAAACAAAATCTGTCCTCCTGGATTCAATTT 
           W15507_cry_WGA_REPLI-g  (151) TGTGTTCAATATCTCCCTGCAAACAAAATCTGTCCTCCTGGATTCAATTT 
        W15507_cry_WGA_GenomePlex  (151) TGTGTTCAATATCTCCCTGCAAACAAAATCTGTCCTCCTGGATTCAATTT 
                                         201                                            250 
                         IOWA_cry  (201) GTCAGGACAACAATGTATGGCACCAGAATCAGCTGAATTAGAATCGACAT 
  IOWA_cry_WGA_illustra_GenomiPhi  (201) GTCAGGACAACAATGTATGGCACCAGAATCAGCTGAATTAGAATCGACAT 
             IOWA_cry_WGA_REPLI-g  (201) GTCAGGACAACAATGTATGGCACCAGAATCAGCTGAATTAGAATCGACAT 
          IOWA_cry_WGA_GenomePlex  (201) GTCAGGACAACAATGTATGGCACCAGAATCAGCTGAATTAGAATCGACAT 
                       W15511_cry  (201) GTCAGGACAACAATGTATGGCACCAGAATCAGCTGAATTAGAATCGACAT 
W15511_cry_WGA_illustra_GenomiPhi  (201) GTCAGGACAACAATGTATGGCACCAGAATCAGCTGAATTAGAATCGACAT 
           W15511_cry_WGA_REPLI-g  (201) GTCAGGACAACAATGTATGGCACCAGAATCAGCTGAATTAGAATCGACAT 
        W15511_cry_WGA_GenomePlex  (201) GTCAGGACAACAATGTATGGCACCAGAATCAGCTGAATTAGAATCGACAT 
                       W15516_cry  (201) GTCAGGACAACAATGTATGGCACCAGAATCAGCTGAATTAGAATCGACAT 
W15516_cry_WGA_illustra_GenomiPhi  (201) GTCAGGACAACAATGTATGGCACCAGAATCAGCTGAATTAGAATCGACAT 
           W15516_cry_WGA_REPLI-g  (201) GTCAGGACAACAATGTATGGCACCAGAATCAGCTGAATTAAAATCGACAT 
        W15516_cry_WGA_GenomePlex  (201) GTCAGGACAACAATGTATGGCACCAGAATCAGCTGAATTAGAATCGACAT 
                       W15507_cry  (201) GTCAGGACAACAATGTATGGCACCAGAATCAGCTGAATTAGAATCGACAT 
W15507_cry_WGA_illustra_GenomiPhi  (201) GTCAGGACAACAATGTATGGCACCAGAATCAGCTGAATTAGAATCGACAT 
           W15507_cry_WGA_REPLI-g  (201) GTCAGGACAACAATGTATGGCACCAGAATCAGCTGAATTAGAATCGACAT 
        W15507_cry_WGA_GenomePlex  (201) GTCAGGACAACAATGTATGGCACCAGAATCAGCTGAATTAGAATCGACAT 
                                         251                                            300 
                         IOWA_cry  (251) GCCCACCTAATTCAATATTTGAAAATGGAAAATGTAAAGTGATTAAAAAT 
  IOWA_cry_WGA_illustra_GenomiPhi  (251) GCCCACCTAATTCAATATTTGAAAATGGAAAATGTAAAGTGATTAAAAAT 
             IOWA_cry_WGA_REPLI-g  (251) GCCCACCTAATTCAATATTTGAAAATGGAAAATGTAAAGTGATTAAAAAT 
          IOWA_cry_WGA_GenomePlex  (251) GCCCACCTAATTCAATATTTGAAAATGGAAAATGTAAAGTGATTAAAAAT 
                       W15511_cry  (251) GCCCACCTAATTCAATATTTGAAAATGGAAAATGTAAAGTGATTAAAAAT 
W15511_cry_WGA_illustra_GenomiPhi  (251) GCCCACCTAATTCAATATTTGAAAATGGAAAATGTAAAGTGATTAAAAAT 
           W15511_cry_WGA_REPLI-g  (251) GCCCACCTAATTCAATATTTGAAAATGGAAAATGTAAAGTGATTAAAAAT 
        W15511_cry_WGA_GenomePlex  (251) GCCCACCTAATTCAATATTTGAAAATGGAAAATGTAAAGTGATTAAAAAT 
                       W15516_cry  (251) GCCCACCTAATTCAATATTTGAAAATGGAAAATGTAAAGTGATTAAAAAT 
W15516_cry_WGA_illustra_GenomiPhi  (251) GCCCACCTAATTCAATATTTGAAAATGGAAAATGTAAAGTGATTAAAAAT 
           W15516_cry_WGA_REPLI-g  (251) GCCCACCTAATTCAATATTTGAAAATGGAAAATGTAAAGTGATTAAAAAT 
        W15516_cry_WGA_GenomePlex  (251) GCCCACCTAATTCAATATTTGAAAATGGAAAATGTAAAGTGATTAAAAAT 
                       W15507_cry  (251) GCCCACCTAATTCAATATTTGAAAATGGAAAATGTAAAGTGATTAAAAAT 
W15507_cry_WGA_illustra_GenomiPhi  (251) GCCCACCTAATTCAATATTTGAAAATGGAAAATGTAAAGTGATTAAAAAT 
           W15507_cry_WGA_REPLI-g  (251) GCCCACCTAATTCAATATTTGAAAATGGAAAATGTAAAGTGATTAAAAAT 
        W15507_cry_WGA_GenomePlex  (251) GCCCACCTAATTCAATATTTGAAAATGGAAAATGTAAAGTGATTAAAAAT 
                                         301                                            350 
                         IOWA_cry  (301) ATTGATATGGTCTGCCCACCAGGATATACAGACTCAGGAGATGATTGTGT 
  IOWA_cry_WGA_illustra_GenomiPhi  (301) ATTGATATGGTCTGCCCACCAGGATATACAGACTCAGGAGATGATTGTGT 
             IOWA_cry_WGA_REPLI-g  (301) ATTGATATGGTCTGCCCACCAGGATATACAGACTCAGGAGATGATTGTGT 
          IOWA_cry_WGA_GenomePlex  (301) ATTGATATGGTCTGCCCACCAGGATATACAGACTCAGGAGATGATTGTGT 
                       W15511_cry  (301) ATTGATATGGTCTGCCCACCAGGATATACAGACTCAGGAGATGATTGTGT 
W15511_cry_WGA_illustra_GenomiPhi  (301) ATTGATATGGTCTGCCCACCAGGATATACAGACTCAGGAGATGATTGTGT 
           W15511_cry_WGA_REPLI-g  (301) ATTGATATGGTCTGCCCACCAGGATATACAGACTCAGGAGATGATTGTGT 
        W15511_cry_WGA_GenomePlex  (301) ATTGATATGGTCTGCCCACCAGGATATACAGACTCAGGAGATGATTGTGT 
                       W15516_cry  (301) ATTGATATGGTCTGCCCACCAGGATATACAGACTCAGGAGATGATTGTGT 
W15516_cry_WGA_illustra_GenomiPhi  (301) ATTGATATGGTCTGCCCACCAGGATATACAGACTCAGGAGATGATTGTGT 
           W15516_cry_WGA_REPLI-g  (301) ATTGATATGGTCTGCCCACCAGGATATACAGACTCAGGAAATGATTGTGT 
        W15516_cry_WGA_GenomePlex  (301) ATTGATATGGTCTGCCCACCAGGATATACAGACTCAGGAGATGATTGTGT 
                       W15507_cry  (301) ATTGATATGGTCTGCCCACCAGGATATACAGATTCAGGAGATGATTGTGT 
W15507_cry_WGA_illustra_GenomiPhi  (301) ATTGATATGGTCTGCCCACCAGGATATACAGATTCAGGAGATGATTGTGT 
           W15507_cry_WGA_REPLI-g  (301) ATTGATATGGTCTGCCCACCAGGATATACAGATTCAGGAGATGATTGTGT 
        W15507_cry_WGA_GenomePlex  (301) ATTGATATGGTCTGCCCACCAGGATATACAGATTCAGGAGATGATTGTGT 
                                         351                                            400 
                         IOWA_cry  (351) ACTATATGTAGCTCCTGCAAAGGAATGCCCACCAAATTTCATTTTACAAG 
  IOWA_cry_WGA_illustra_GenomiPhi  (351) ACTATATGTAGCTCCTGCAAAGGAATGCCCACCAAATTTCATTTTACAAG 
             IOWA_cry_WGA_REPLI-g  (351) ACTATATGTAGCTCCTGCAAAGGAATGCCCACCAAATTTCATTTTACAAG 
          IOWA_cry_WGA_GenomePlex  (351) ACTATATGTAGCTCCTGCAAAGGAATGCCCACCAAATTTCATTTTACAAG 
                       W15511_cry  (351) ACTATATGTAGCTCCTGCAAAGGAATGCCCACCAAATTTCATTTTACAAG 
W15511_cry_WGA_illustra_GenomiPhi  (351) ACTATATGTAGCTCCTGCAAAGGAATGCCCACCAAATTTCATTTTACAAG 
           W15511_cry_WGA_REPLI-g  (351) ACTATATGTAGCTCCTGCAAAGGAATGCCCACCAAATTTCATTTTACAAG 
        W15511_cry_WGA_GenomePlex  (351) ACTATATGTAGCTCCTGCAAAGGAATGCCCACCAAATTTCATTTTACAAG 
                       W15516_cry  (351) ACTATATGTAGCTCCTGCAAAGGAATGCCCACCAAATTTCATTTTACAAG 
W15516_cry_WGA_illustra_GenomiPhi  (351) ACTATATGTAGCTCCTGCAAAGGAATGCCCACCAAATTTCATTTTACAAG 
           W15516_cry_WGA_REPLI-g  (351) ACTATATGTAGCTCCTGCAAAGGAATGCCCACCAAATTTCATTTTACAAG 
        W15516_cry_WGA_GenomePlex  (351) ACTATATGTAGCTCCTGCAAAGGAATGCCCACCAAATTTCATTTTACAAG 
                       W15507_cry  (351) ACTATATGTAGCTCCTGCAAAGGAATGCCCACCAAATTTCATTTTACAAG 
W15507_cry_WGA_illustra_GenomiPhi  (351) ACTATATGTAGCTCCTGCAAAGGAATGCCCACCAAATTTCATTTTACAAG 
           W15507_cry_WGA_REPLI-g  (351) ACTATATGTAGCTCCTGCAAAGGAATGCCCACCAAATTTCATTTTACAAG 
        W15507_cry_WGA_GenomePlex  (351) ACTATATGTAGCTCCTGCAAAGGAATGCCCACCAAATTTCATTTTACAAG 
                                         401                                            450 
                         IOWA_cry  (401) GCCTCCAATGTATACAAACTAGTTCTGCTCCAACTCAACCTGTCTGCCCT 
  IOWA_cry_WGA_illustra_GenomiPhi  (401) GCCTCCAATGTATACAAACTAGTTCTGCTCCAACTCAACCTGTCTGCCCT 
             IOWA_cry_WGA_REPLI-g  (401) GCCTCCAATGTATACAAACTAGTTCTGCTCCAACTCAACCTGTCTGCCCT 
          IOWA_cry_WGA_GenomePlex  (401) GCCTCCAATGTATACAAACTAGTTCTGCTCCAACTCAACCTGTCTGCCCT 
                       W15511_cry  (401) GCCTCCAATGTATACAAACTAGTTCTGCTCCAACTCAACCTGTCTGCCCT 
W15511_cry_WGA_illustra_GenomiPhi  (401) GCCTCCAATGTATACAAACTAGTTCTGCTCCAACTCAACCTGTCTGCCCT 
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           W15511_cry_WGA_REPLI-g  (401) GCCTCCAATGTATACAAACTAGTTCTGCTCCAACTCAACCTGTCTGCCCT 
        W15511_cry_WGA_GenomePlex  (401) GCCTCCAATGTATACAAACTAGTTCTGCTCCAACTCAACCTGTCTGCCCT 
                       W15516_cry  (401) GCCTCCAATGTATACAAACTAGTTCTGCTCCAACTCAACCTGTCTGCCCT 
W15516_cry_WGA_illustra_GenomiPhi  (401) GCCTCCAATGTATACAAACTAGTTCTGCTCCAACTCAACCTGTCTGCCCT 
           W15516_cry_WGA_REPLI-g  (401) GCCTCCAATGTATACAAACTAGTTCTGCTCCAACTCAACCTGTCTGCCCT 
        W15516_cry_WGA_GenomePlex  (401) GCCTCCAATGTATACAAACTAGTTCTGCTCCAACTCAACCTGTCTGCCCT 
                       W15507_cry  (401) GCCTCCAGTGTATTCAAACTAGTTCTGCTCCAACTCAACCTGTCTGCCCT 
W15507_cry_WGA_illustra_GenomiPhi  (401) GCCTCCAGTGTATTCAAACTAGTTCTGCTCCAACTCAACCTGTCTGCCCT 
           W15507_cry_WGA_REPLI-g  (401) GCCTCCAGTGTATTCAAACTAGTTCTGCTCCAACTCAACCTGTCTGCCCT 
        W15507_cry_WGA_GenomePlex  (401) GCCTCCAGTGTATTCAAACTAGTTCTGCTCCAACTCAACCTGTCTGCCCT 
                                         451              470 
                         IOWA_cry  (451) CCAGGTACAGTATTACAAGA 
  IOWA_cry_WGA_illustra_GenomiPhi  (451) CCAGGTACAGTATTACAAGA 
             IOWA_cry_WGA_REPLI-g  (451) CCAGGTACAGTATTACAAGA 
          IOWA_cry_WGA_GenomePlex  (451) CCAGGTACAGTATTACAAGA 
                       W15511_cry  (451) CCAGGTACAGTATTACAAGA 
W15511_cry_WGA_illustra_GenomiPhi  (451) CCAGGTACAGTATTACAAGA 
           W15511_cry_WGA_REPLI-g  (451) CCAGGTACAGTATTACAAGA 
        W15511_cry_WGA_GenomePlex  (451) CCAGGTACAGTATTACAAGA 
                       W15516_cry  (451) CCAGGTACAGTATTACAAGA 
W15516_cry_WGA_illustra_GenomiPhi  (451) CCAGGTACAGTATTACAAGA 
           W15516_cry_WGA_REPLI-g  (451) CCAGGTACAGTATTACAAGA 
        W15516_cry_WGA_GenomePlex  (451) CCAGGTACAGTATTACAAGA 
                       W15507_cry  (451) CCAGGTACAGTATTACAAGA 
W15507_cry_WGA_illustra_GenomiPhi  (451) CCAGGTACAGTATTACAAGA 
           W15507_cry_WGA_REPLI-g  (451) CCAGGTACAGTATTACAAGA 
        W15507_cry_WGA_GenomePlex  (451) CCAGGTACAGTATTACAAGA 
 
 
 

 
 
 
 
 
 
 
 
 
 
 
 
                                             1                                               50 
                         IOWA_cgd5020    (1) ATGAGCCAATAATGAAGAACAAGAAATCCCATTCTATGGGTGTAACTTGT 
  IOWA_cgd5020_WGA_illustra_GenomiPhi    (1) ATGAGCCAATAATGAAGAACAAGAAATCCCATTCTATGGGTGTAACTTGT 
             IOWA_cgd5020_WGA_REPLI-g    (1) ATGAGCCAATAATGAAGAACAAGAAATCCCATTCTATGGGTGTAACTTGT 
          IOWA_cgd5020_WGA_GenomePlex    (1) ATGAGCCAATAATGAAGAACAAGAAATCCCATTCTATGGGTGTAACTTGT 
                       W15511_cgd5020    (1) ATGAGCCAATAATGAAGAACAAGAAATCCCATTCTATGGGTGTAACTTGT 
W15511_cgd5020_WGA_illustra_GenomiPhi    (1) ATGAGCCAATAATGAAGAACAAGAAATCCCATTCTATGGGTGTAACTTGT 
           W15511_cgd5020_WGA_REPLI-g    (1) ATGAGCCAATAATGAAGAACAAGAAATCCCATTCTATGGGTGTAACTTGT 
        W15511_cgd5020_WGA_GenomePlex    (1) ATGAGCCAATAATGAAGAACAAGAAATCCCATTCTATGGGTGTAACTTGT 
                       W15516_cgd5020    (1) ATGAGCCAATAATGAAGAACAAGAAATCCCATTCTATGGGTGTAACTTGT 
W15516_cgd5020_WGA_illustra_GenomiPhi    (1) ATGAGCCAATAATGAAGAACAAGAAATCCCATTCTATGGGTGTAACTTGT 
           W15516_cgd5020_WGA_REPLI-g    (1) ATGAGCCAATAATGAAGAACAAGAAATCCCATTCTATGGGTGTAACTTGT 
        W15516_cgd5020_WGA_GenomePlex    (1) ATGAGCCAATAATGAAGAACAAGAAATCCCATTCTATGGGTGTAACTTGT 
                       W15507_cgd5020    (1) ATGAGCCAATAATGAAGAACAAGAAATCCCATTCTATGGGTGTAACTTGT 
W15507_cgd5020_WGA_illustra_GenomiPhi    (1) ATGAGCCAATAATGAAGAACAAGAAATCCCATTCTATGGGTGTAACTTGT 
           W15507_cgd5020_WGA_REPLI-g    (1) ATGAGCCAATAATGAAGAACAAGAAATCCCATTCTATGGGTGTAACTTGT 
        W15507_cgd5020_WGA_GenomePlex    (1) ATGAGCCAATAATGAAGAACAAGAAATCCCATTCTATGGGTGTAACTTGT 
                       W15519_cgd5020    (1) ATGAGCCAATAATGAAGAACAAGAAATCCCATTCTATGGGTGTAACTTGT 
WW15519_cgd5020_WGA_illustraGenomiPhi    (1) ATGAGCCAATAATGAAGAACAAGAAATCCCATTCTATGGGTGTAACTTGT 
       WW15519_cgd5020_WGA_GenomePlex    (1) ATGAGCCAATAATGAAGAACAAGAAATCCCATTCTATGGGTGTAACTTGT 
                                             51                                             100 
                         IOWA_cgd5020   (51) ATCCAAAAGTCGAATAGAAATCATCAATTTTGGTCAGGAAGTTACGACGA 
  IOWA_cgd5020_WGA_illustra_GenomiPhi   (51) ATCCAAAAGTCGAATAGAAATCATCAATTTTGGTCAGGAAGTTACGACGA 
             IOWA_cgd5020_WGA_REPLI-g   (51) ATCCAAAAGTCGAATAGAAATCATCAATTTTGGTCAGGAAGTTACGACGA 
          IOWA_cgd5020_WGA_GenomePlex   (51) ATCCAAAAGTCGAATAGAAATCATCAATTTTGGTCAGGAAGTTACGACGA 
                       W15511_cgd5020   (51) ATCCAAAAGTCGAATAGAAATCATCAATTTTGGTCAGGAAGTTACGACGA 
W15511_cgd5020_WGA_illustra_GenomiPhi   (51) ATCCAAAAGTCGAATAGAAATCATCAATTTTGGTCAGGAAGTTACGACGA 
           W15511_cgd5020_WGA_REPLI-g   (51) ATCCAAAAGTCGAATAGAAATCATCAATTTTGGTCAGGAAGTTACGACGA 
        W15511_cgd5020_WGA_GenomePlex   (51) ATCCAAAAGTCGAATAGAAATCATCAATTTTGGTCAGGAAGTTACGACGA 
                       W15516_cgd5020   (51) ATCCAAAAGTCGAATAGAAATCATCAATTTTGGTCAGGAAGTTACGACGA 
W15516_cgd5020_WGA_illustra_GenomiPhi   (51) ATCCAAAAGTCGAATAGAAATCATCAATTTTGGTCAGGAAGTTACGACGA 
           W15516_cgd5020_WGA_REPLI-g   (51) ATCCAAAAGTCGAATAGAAATCATCAATTTTGGTCAGGAAGTTACGACGA 
        W15516_cgd5020_WGA_GenomePlex   (51) ATCCAAAAGTCGAATAGAAATCATCAATTTTGGTCAGGAAGTTACGACGA 
                       W15507_cgd5020   (51) ATCCAAAAGTCGAATAGAAATCATCAATTTTGGTCAGGTAGTTACGACGA 
W15507_cgd5020_WGA_illustra_GenomiPhi   (51) ATCCAAAAGTCGAATAGAAATCATCAATTTTGGTCAGGTAGTTACGACGA 
           W15507_cgd5020_WGA_REPLI-g   (51) ATCCAAAAGTCGAATAGAAATCATCAATTTTGGTCAGGTAGTTACGACGA 
        W15507_cgd5020_WGA_GenomePlex   (51) ATCCAAAAGTCGAATAGAAATCATCAATTTTGGTCAGGTAGTTACGACGA 
                       W15519_cgd5020   (51) ATCCAAAAGTCGAATAGAAATCATCAATTTTGGTCAGGTAGTTACGACGA 
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WW15519_cgd5020_WGA_illustraGenomiPhi   (51) ATCCAAAAGTCGAATAGAAATCATCAATTTTGGTCAGGTAGTTACGACGA 
       WW15519_cgd5020_WGA_GenomePlex   (51) ATCCAAAAGTCGAATAGAAATCATCAATTTTGGTCAGGTAGTTACGACGA 
                                             101                                            150 
                         IOWA_cgd5020  (101) AACCCTTAGATTCTGGGATTTTAGGATGATAAACTCTCCTATTTATGAGC 
  IOWA_cgd5020_WGA_illustra_GenomiPhi  (101) AACCCTTAGATTCTGGGATTTTAGGATGATAAACTCTCCTATTTATGAGC 
             IOWA_cgd5020_WGA_REPLI-g  (101) AACCCTTAGATTCTGGGATTTTAGGATGATAAACTCTCCTATTTATGAGC 
          IOWA_cgd5020_WGA_GenomePlex  (101) AACCCTTAGATTCTGGGATTTTAGGATGATAAACTCTCCTATTTATGAGC 
                       W15511_cgd5020  (101) AACCCTTAGATTCTGGGATTTTAGGATGATAAACTCTCCTATTTATGAGC 
W15511_cgd5020_WGA_illustra_GenomiPhi  (101) AACCCTTAGATTCTGGGATTTTAGGATGATAAACTCTCCTATTTATGAGC 
           W15511_cgd5020_WGA_REPLI-g  (101) AACCCTTAGATTCTGGGATTTTAGGATGATAAACTCTCCTATTTATGAGC 
        W15511_cgd5020_WGA_GenomePlex  (101) AACCCTTAGATTCTGGGATTTTAGGATGATAAACTCTCCTATTTATGAGC 
                       W15516_cgd5020  (101) AACCCTTAGATTCTGGGATTTTAGGATGATAAACTCTCCTATTTATGAGC 
W15516_cgd5020_WGA_illustra_GenomiPhi  (101) AACCCTTAGATTCTGGGATTTTAGGATGATAAACTCTCCTATTTATGAGC 
           W15516_cgd5020_WGA_REPLI-g  (101) AACCCTTAGATTCTGGGATTTTAGGATGATAAACTCTCCTATTTATGAGC 
        W15516_cgd5020_WGA_GenomePlex  (101) AACCCTTAGATTCTGGGATTTTAGGATGATAAACTCTCCTATTTATGAGC 
                       W15507_cgd5020  (101) AACCCTTAGATTCTGGGATTTTAGGATGATAAACTCTCCTATTTATGAGC 
W15507_cgd5020_WGA_illustra_GenomiPhi  (101) AACCCTTAGATTCTGGGATTTTAGGATGATAAACTCTCCTATTTATGAGC 
           W15507_cgd5020_WGA_REPLI-g  (101) AACCCTTAGATTCTGGGATTTTAGGATGATAAACTCTCCTATTTATGAGC 
        W15507_cgd5020_WGA_GenomePlex  (101) AACCCTTAGATTCTGGGATTTTAGGATGATAAACTCTCCTATTTATGAGC 
                       W15519_cgd5020  (101) AACCCTTAGATTCTGGGATTTTAGGATGATAAACTCTCCTATTTATGAGC 
WW15519_cgd5020_WGA_illustraGenomiPhi  (101) AACCCTTAGATTCTGGGATTTTAGGATGATAAACTCTCCTATTTATGAGC 
       WW15519_cgd5020_WGA_GenomePlex  (101) AACCCTTAGATTCTGGGATTTTAGGATGATAAACTCTCCTATTTATGAGC 
                                             151                                            200 
                         IOWA_cgd5020  (151) ACAAAACTAATGGAGGAATTTGGAGAATTAACCAATTTGAAGATTACCTT 
  IOWA_cgd5020_WGA_illustra_GenomiPhi  (151) ACAAAACTAATGGAGGAATTTGGAGAATTAACCAATTTGAAGATTACCTT 
             IOWA_cgd5020_WGA_REPLI-g  (151) ACAAAACTAATGGAGGAATTTGGAGAATTAACCAATTTGAAGATTACCTT 
          IOWA_cgd5020_WGA_GenomePlex  (151) ACAAAACTAATGGAGGAATTTGGAGAATTAACCAATTTGAAGATTACCTT 
                       W15511_cgd5020  (151) ACAAAACTAATGGAGGAATTTGGAGAATTAACCAATTTGAAGATTACCTT 
W15511_cgd5020_WGA_illustra_GenomiPhi  (151) ACAAAACTAATGGAGGAATTTGGAGAATTAACCAATTTGAAGATTACCTT 
           W15511_cgd5020_WGA_REPLI-g  (151) ACAAAACTAATGGAGGAATTTGGAGAATTAACCAATTTGAAGATTACCTT 
        W15511_cgd5020_WGA_GenomePlex  (151) ACAAAACTAATGGAGGAATTTGGAGAATTAACCAATTTGAAGATTACCTT 
                       W15516_cgd5020  (151) ACAAAACTAATGGAGGAATTTGGAGAATTAACCAATTTGAAGATTACCTT 
W15516_cgd5020_WGA_illustra_GenomiPhi  (151) ACAAAACTAATGGAGGAATTTGGAGAATTAACCAATTTGAAGATTACCTT 
           W15516_cgd5020_WGA_REPLI-g  (151) ACAAAACTAATGGAGGAATTTGGAGAATTAACCAATTTGAAGATTACCTT 
        W15516_cgd5020_WGA_GenomePlex  (151) ACAAAACTAATGGAGGAATTTGGAGAATTAACCAATTTGAAGATTACCTT 
                       W15507_cgd5020  (151) ACAAAACTAATGGAGGAATTTGGAGAATTAACCAATTTGAAGATTACCTT 
W15507_cgd5020_WGA_illustra_GenomiPhi  (151) ACAAAACTAATGGAGGAATTTGGAGAATTAACCAATTTGAAGATTACCTT 
           W15507_cgd5020_WGA_REPLI-g  (151) ACAAAACTAATGGAGGAATTTGGAGAATTAACCAATTTGAAGATTACCTT 
        W15507_cgd5020_WGA_GenomePlex  (151) ACAAAACTAATGGAGGAATTTGGAGAATTAACCAATTTGAAGATTACCTT 
                       W15519_cgd5020  (151) ACAAAACTAATGGAGGAATTTGGAGAATTAACCAATTTGAAGATTACCTT 
WW15519_cgd5020_WGA_illustraGenomiPhi  (151) ACAAAACTAATGGAGGAATTTGGAGAATTAACCAATTTGAAGATTACCTT 
       WW15519_cgd5020_WGA_GenomePlex  (151) ACAAAACTAATGGAGGAATTTGGAGAATTAACCAATTTGAAGATTACCTT 
                                             201 
                         IOWA_cgd5020  (201) GGA 
  IOWA_cgd5020_WGA_illustra_GenomiPhi  (201) GGA 
             IOWA_cgd5020_WGA_REPLI-g  (201) GGA 
          IOWA_cgd5020_WGA_GenomePlex  (201) GGA 
                       W15511_cgd5020  (201) GGA 
W15511_cgd5020_WGA_illustra_GenomiPhi  (201) GGA 
           W15511_cgd5020_WGA_REPLI-g  (201) GGA 
        W15511_cgd5020_WGA_GenomePlex  (201) GGA 
                       W15516_cgd5020  (201) GGA 
W15516_cgd5020_WGA_illustra_GenomiPhi  (201) GGA 
           W15516_cgd5020_WGA_REPLI-g  (201) GGA 
        W15516_cgd5020_WGA_GenomePlex  (201) GGA 
                       W15507_cgd5020  (201) GGA 
W15507_cgd5020_WGA_illustra_GenomiPhi  (201) GGA 
           W15507_cgd5020_WGA_REPLI-g  (201) GGA 
        W15507_cgd5020_WGA_GenomePlex  (201) GGA 
                       W15519_cgd5020  (201) GGA 
WW15519_cgd5020_WGA_illustraGenomiPhi  (201) GGA 
       WW15519_cgd5020_WGA_GenomePlex  (201) GGA 
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                                             1                                               50 
                         IOWA_chro156    (1) CTGCCAAGCGGAAAAAAGAGTAGTAGAATTTTATGTTTTACAACAGCAGG 
  IOWA_chro156_WGA_illustra_GenomiPhi    (1) CTGCCAAGCGGAAAAAAGAGTAGTAGAATTTTATGTTTTACAACAGCAGG 
             IOWA_chro156_WGA_REPLI-g    (1) CTGCCAAGCGGAAAAAAGAGTAGTAGAATTTTATGTTTTACAACAGCAGG 
          IOWA_chro156_WGA_GenomePlex    (1) CTGCCAAGCGGAAAAAAGAGTAGTAGAATTTTATGTTTTACAACAGCAGG 
                       W15511_chro156    (1) CTGCCAAGCGGAAAAAAGAGTAGTAGAATTTTATGTTTTACAACAGCAGG 
 W15511_chro156_WGA_illutra_GenomiPhi    (1) CTGCCAAGCGGAAAAAAGAGTAGTAGAATTTTATGTTTTACAACAGCAGG 
           W15511_chro156_WGA_REPLI-g    (1) CTGCCAAGCGGAAAAAAGAGTAGTAGAATTTTATGTTTTACAACAGCAGG 
        W15511_chro156_WGA_GenomePlex    (1) CTGCCAAGCGGAAAAAAGAGTAGTAGAATTTTATGTTTTACAACAGCAGG 
                       W15516_chro156    (1) CTGCCAAGCGGAAAAAAGAGTAGTAGAATTTTATGTTTTACAACAGCAGG 
W15516_chro156_WGA_illustra_GenomiPhi    (1) CTGCCAAGCGGAAAAAAGAGTAGTAGAATTTTATGTTTTACAACAGCAGG 
           W15516_chro156_WGA_REPLI-g    (1) CTGCCAAGCGGAAAAAAGAGTAGTAGAATTTTATGTTTTACAACAGCAGG 
        W15516_chro156_WGA_GenomePlex    (1) CTGCCAAGCGGAAAAAAGAGTAGTAGAATTTTATGTTTTACAACAGCAGG 
                       W15507_chro156    (1) CTGCCAAGCGGAAAAAAGAGTAGTAGAATTTTATGTTTTACAACGGCAGG 
W15507_chro156_WGA_illustra_GenomiPhi    (1) CTGCCAAGCGGAAAAAAGAGTAGTAGAATTTTATGTTTTACAACGGCAGG 
           W15507_chro156_WGA_REPLI-g    (1) CTGCCAAGCGGAAAAAAGAGTAGTAGAATTTTATGTTTTACAACGGCAGG 
        W15507_chro156_WGA_GenomePlex    (1) CTGCCAAGCGGAAAAAAGAGTAGTAGAATTTTATGTTTTACAACGGCAGG 
        W15519_chro156_WGA_GenomePlex    (1) CTGCCAAGCGGAAAAAAGAGTAGTAGAATTTTATGTTTTACAACGGCAGG 
                                             51                                             100 
                         IOWA_chro156   (51) AAGACGGCATATTGATCCAACCGAACAAATGATTGAGACAATGTCAATAT 
  IOWA_chro156_WGA_illustra_GenomiPhi   (51) AAGACGGCATATTGATCCAACCGAACAAATGATTGAGACAATGTCAATAT 
             IOWA_chro156_WGA_REPLI-g   (51) AAGACGGCATATTGATCCAACCGAACAAATGATTGAGACAATGTCAATAT 
          IOWA_chro156_WGA_GenomePlex   (51) AAGACGGCATATTGATCCAACCGAACAAATGATTGAGACAATGTCAATAT 
                       W15511_chro156   (51) AAGACGGCATATTGATCCAACCGAACAAATGATTGAGACAATGTCAATAT 
 W15511_chro156_WGA_illutra_GenomiPhi   (51) AAGACGGCATATTGATCCAACCGAACAAATGATTGAGACAATGTCAATAT 
           W15511_chro156_WGA_REPLI-g   (51) AAGACGGCATATTGATCCAACCGAACAAATGATTGAGACAATGTCAATAT 
        W15511_chro156_WGA_GenomePlex   (51) AAGACGGCATATTGATCCAACCGAACAAATGATTGAGACAATGTCAATAT 
                       W15516_chro156   (51) AAGACGGCATATTGATCCAACCGAACAAATGATTGAGACAATGTCAATAT 
W15516_chro156_WGA_illustra_GenomiPhi   (51) AAGACGGCATATTGATCCAACCGAACAAATGATTGAGACAATGTCAATAT 
           W15516_chro156_WGA_REPLI-g   (51) AAGACGGCATATTGATCCAACCGAACAAATGATTGAGACAATGTCAATAT 
        W15516_chro156_WGA_GenomePlex   (51) AAGACGGCATATTGATCCAACCGAACAAATGATTGAGACAATGTCAATAT 
                       W15507_chro156   (51) AAGACGGCATATTGATCCAACCGAACAAATGATTGAGACAATGTCAATAT 
W15507_chro156_WGA_illustra_GenomiPhi   (51) AAGACGGCATATTGATCCAACCGAACAAATGATTGAGACAATGTCAATAT 
           W15507_chro156_WGA_REPLI-g   (51) AAGACGGCATATTGATCCAACCGAACAAATGATTGAGACAATGTCAATAT 
        W15507_chro156_WGA_GenomePlex   (51) AAGACGGCATATTGATCCAACCGAACAAATGATTGAGACAATGTCAATAT 
        W15519_chro156_WGA_GenomePlex   (51) AAGACGGCATATTGATCCAACCGAACAAATGATTGAGACAATGTCAATAT 
                                             101                                            150 
                         IOWA_chro156  (101) CAAATCCTGAAGATATAGAAGAAGGTCCAGCTCAAGTAAATGAAGCCGAA 
  IOWA_chro156_WGA_illustra_GenomiPhi  (101) CAAATCCTGAAGATATAGAAGAAGGTCCAGCTCAAGTAAATGAAGCCGAA 
             IOWA_chro156_WGA_REPLI-g  (101) CAAATCCTGAAGATATAGAAGAAGGTCCAGCTCAAGTAAATGAAGCCGAA 
          IOWA_chro156_WGA_GenomePlex  (101) CAAATCCTGAAGATATAGAAGAAGGTCCAGCTCAAGTAAATGAAGCCGAA 
                       W15511_chro156  (101) CAAATCCTGAAGATATAGAAGAAGGTCCAGCTCAAGTAAATGAAGCCGAA 
 W15511_chro156_WGA_illutra_GenomiPhi  (101) CAAATCCTGAAGATATAGAAGAAGGTCCAGCTCAAGTAAATGAAGCCGAA 
           W15511_chro156_WGA_REPLI-g  (101) CAAATCCTGAAGATATAGAAGAAGGTCCAGCTCAAGTAAATGAAGCCGAA 
        W15511_chro156_WGA_GenomePlex  (101) CAAATCCTGAAGATATAGAAGAAGGTCCAGCTCAAGTAAATGAAGCCGAA 
                       W15516_chro156  (101) CAAATCCTGAAGATATAGAAGAAGGTCCAGCTCAAGTAAATGAAGCCGAA 
W15516_chro156_WGA_illustra_GenomiPhi  (101) CAAATCCTGAAGATATAGAAGAAGGTCCAGCTCAAGTAAATGAAGCCGAA 
           W15516_chro156_WGA_REPLI-g  (101) CAAATCCTGAAGATATAGAAGAAGGTCCAGCTCAAGTAAATGAAGCCGAA 
        W15516_chro156_WGA_GenomePlex  (101) CAAATCCTGAAGATATAGAAGAAGGTCCAGCTCAAGTAAATGAAGCCGAA 
                       W15507_chro156  (101) CAAATCCTGAAGATATAGAAGAAAGTCCAGCTCAAGTAAATGAAGTCGAA 
W15507_chro156_WGA_illustra_GenomiPhi  (101) CAAATCCTGAAGATATAGAAGAAAGTCCAGCTCAAGTAAATGAAGTCGAA 
           W15507_chro156_WGA_REPLI-g  (101) CAAATCCTGAAGATATAGAAGAAAGTCCAGCTCAAGTAAATGAAGTCGAA 
        W15507_chro156_WGA_GenomePlex  (101) CAAATCCTGAAGATATAGAAGAAAGTCCAGCTCAAGTAAATGAAGTCGAA 
        W15519_chro156_WGA_GenomePlex  (101) CAAATCCTGAAGATATAGAAGAAAGTCCAGCTCAAGTAAATGAAGTCGAA 
                                             151                              186 
                         IOWA_chro156  (151) AACATGGTCCCAGACCACTTGCCTGGTATCAATGCC 
  IOWA_chro156_WGA_illustra_GenomiPhi  (151) AACATGGTCCCAGACCACTTGCCTGGTATCAATGCC 
             IOWA_chro156_WGA_REPLI-g  (151) AACATGGTCCCAGACCACTTGCCTGGTATCAATGCC 
          IOWA_chro156_WGA_GenomePlex  (151) AACATGGTCCCAGACCACTTGCCTGGTATCAATGCC 
                       W15511_chro156  (151) AACATGGTCCCAGACCACTTGCCTGGTATCAATGCC 
 W15511_chro156_WGA_illutra_GenomiPhi  (151) AACATGGTCCCAGACCACTTGCCTGGTATCAATGCC 
           W15511_chro156_WGA_REPLI-g  (151) AACATGGTCCCAGACCACTTGCCTGGTATCAATGCC 
        W15511_chro156_WGA_GenomePlex  (151) AACATGGTCCCAGACCACTTGCCTGGTATCAATGCC 
                       W15516_chro156  (151) AACATGGTCCCAGACCACTTGCCTGGTATCAATGCC 
W15516_chro156_WGA_illustra_GenomiPhi  (151) AACATGGTCCCAGACCACTTGCCTGGTATCAATGCC 
           W15516_chro156_WGA_REPLI-g  (151) AACATGGTCCCAGACCACTTGCCTGGTATCAATGCC 
        W15516_chro156_WGA_GenomePlex  (151) AACATGGTCCCAGACCACTTGCCTGGTATCAATGCC 
                       W15507_chro156  (151) AACATGGTCCCAGAAAACTTGCCTGGTATCAATGCC 
W15507_chro156_WGA_illustra_GenomiPhi  (151) AACATGGTCCCAGAAAACTTGCCTGGTATCAATGCC 
           W15507_chro156_WGA_REPLI-g  (151) AACATGGTCCCAGAAAACTTGCCTGGTATCAATGCC 
        W15507_chro156_WGA_GenomePlex  (151) AACATGGTCCCAGAAAACTTGCCTGGTATCAATGCC 
        W15519_chro156_WGA_GenomePlex  (151) AACATGGTCCCAGAAAACTTGCCTGGTATCAATGCC 
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                               1                                                         60 
          Cp2_cgd2_4380    (1) AGGGGTGGACCTAGATGCTCAAGAGCCCCGCATCCTAGACTCCAAACCATTATTGAGTGT 
          Cp3_cgd2_4380    (1) AGGGGTGGACCTAGATGCTCAAGAGCCCCGCATCCTAGACTCCAAACCATTATTGAGTGT 
          Cp4_cgd2_4380    (1) AGGGGTGGACCTAGATGCTCAAGAGCCCCGCATCCTAGACTCCAAACCATTATTGAGTGT 
         Iowa_cgd2_4380    (1) AGGGGTGGACCTAGATGCTCAAGAGCCCCGCATCCTAGACTCCAAACCATTATTGAGTGT 
      Moredun_cgd2_4380    (1) AGGGGTGGACCTAGATGCTCAAGAGCCCCGCATCCTAGACTCCAAACCATTATTGAGTGT 
          W65_cgd2_4380    (1) AGGGGTGGACCTAGATGCTCAAGAGCCCCGCATCCTAGACTCCAAACCATTATTGAGTGT 
          W66_cgd2_4380    (1) AGGGGTGGACCTAGATGCTCAAGAGCCCCGCATCCTAGACTCCAAACCATTATTGAGTGT 
          W67_cgd2_4380    (1) AGGGGTGGACCTAGATGCTCAAGAGCCCCGCATCCTAGACTCCAAACCATTATTGAGTGT 
          W70_cgd2_4380    (1) AGGGGTGGACCTAGATGCTCAAGAGCCCCGCATCCTAGACTCCAAACCATTATTGAGTGT 
C.meleagridis_cgd2_4380    (1) AGGGGTGGACCTAGATGCTCAAGAGCCCCGCATCCTAGACTCCAAACCATTATTGAGTGT 
          Ch2_cgd2_4380    (1) AGGGGTGGACCTAGATGCTCAAGAGCCCCGCATCCTAGACTCCAAACCATTATTGAGTGT 
          Ch3_cgd2_4380    (1) AGGGGTGGACCTAGATGCTCAAGAGCCCCGCATCCTAGACTCCAAACCATTATTGAGTGT 
          Ch4_cgd2_4380    (1) AGGGGTGGACCTAGATGCTCAAGAGCCCCGCATCCTAGACTCCAAACCATTATTGAGTGT 
        TU502_cgd2_4380    (1) AGGGGTGGACCTAGATGCTCAAGAGCCCCGCATCCTAGACTCCAAACCATTATTGAGTGT 
                               61                                                       120 
          Cp2_cgd2_4380   (61) TCAGAAACAGATTCAACTGATGGAGGTAGCAATACTGCAAGTCAACCAAATGGCAGATTT 
          Cp3_cgd2_4380   (61) TCAGAAACAGATTCAACTGATGGAGGTAGCAATACTGCAAGTCAACCAAATGGCAGATTT 
          Cp4_cgd2_4380   (61) TCAGAAACAGATTCAACTGATGGAGGTAGCAATACTGCAAGTCAACCAAATGGCAGATTT 
         Iowa_cgd2_4380   (61) TCAGAAACAGATTCAACTGATGGAGGTAGCAATACTGCAAGTCAACCAAATGGCAGATTT 
      Moredun_cgd2_4380   (61) TCAGAAACAGATTCAACTGATGGAGGTAGCAATACTGCAAGTCAACCAAATGGCAGATTT 
          W65_cgd2_4380   (61) TCAGAAACAGATTCAACTGATGGAGGTAGCAATACTGCAAGTCAACCAAATGGCAGATTT 
          W66_cgd2_4380   (61) TCAGAAACAGATTCAACTGATGGAGGTAGCAATACTGCAAGTCAACCAAATGGCAGATTT 
          W67_cgd2_4380   (61) TCAGAAACAGATTCAACTGATGGAGGTAGCAATACTGCAAGTCAACCAAATGGCAGATTT 
          W70_cgd2_4380   (61) TCAGAAACAGATTCAACTGATGGAGGTAGCAATACTGCAAGTCAACCAAATGGCAGATTT 
C.meleagridis_cgd2_4380   (61) TCAGAAACAGATTCAACTGATGGAGGTAGCAATACTGCAAGTCAACCAAATGGCAGATTT 
          Ch2_cgd2_4380   (61) TCAGAAACAGATTCAACTGATGGAGGTAGCAATACTGCAAGTCAACCAAATGGCAGATTT 
          Ch3_cgd2_4380   (61) TCAGAAACAGATTCAACTGATGGAGGTAGCAATACTGCAAGTCAACCAAATGGCAGATTT 
          Ch4_cgd2_4380   (61) TCAGAAACAGATTCAACTGATGGAGGTAGCAATACTGCAAGTCAACCAAATGGCAGATTT 
        TU502_cgd2_4380   (61) TCAGAAACAGATTCAACTGATGGAGGTAGCAATACTGCAAGTCAACCAAATGGCAGATTT 
                               121                                                      180 
          Cp2_cgd2_4380  (121) TTAAATCCAGGATATGGTTCACGACCAGGTTCAACACGTGGTCCAACTTTAGGGCTATTT 
          Cp3_cgd2_4380  (121) TTAAATCCAGGATATGGTTCACGACCAGGTTCAACACGTGGTCCAACTTTAGGGCTATTT 
          Cp4_cgd2_4380  (121) TTAAATCCAGGATATGGTTCACGACCAGGTTCAACACGTGGTCCAACTTTAGGGCTATTT 
         Iowa_cgd2_4380  (121) TTAAATCCAGGATATGGTTCACGACCAGGTTCAACACGTGGTCCAACTTTAGGGCTATTT 
      Moredun_cgd2_4380  (121) TTAAATCCAGGATATGGTTCACGACCAGGTTCAACACGTGGTCCAACTTTAGGGCTATTT 
          W65_cgd2_4380  (121) TTAAATCCAGGATATGGTTCACGACCAGGTTCAACACATGGTCCAACTTTAGGGCTATTT 
          W66_cgd2_4380  (121) TTAAATCCAGGATATGGTTCACGACCAGGTTCAACACATGGTCCAACTTTAGGGCTATTT 
          W67_cgd2_4380  (121) TTAAATCCAGGATATGGTTCACGACCAGGTTCAACACATGGTCCAACTTTAGGGCTATTT 
          W70_cgd2_4380  (121) TTAAATCCAGGATATGGTTCACGACCAGGTTCAACACATGGTCCAACTTTAGGGCTATTT 
C.meleagridis_cgd2_4380  (121) TTAAATCCAGGATATGGTTCACGACCAGGTTCAACACGTGGTCCAACTTTAGGGCTATTT 
          Ch2_cgd2_4380  (121) TTAAATCCAGGATATGGTTCACGACCAGGTTCAACACGTGGTCCAACTTTAGGGCTATTT 
          Ch3_cgd2_4380  (121) TTAAATCCAGGATATGGTTCACGACCAGGTTCAACACGTGGTCCAACTTTAGGGCTATTT 
          Ch4_cgd2_4380  (121) TTAAATCCAGGATATGGTTCACGACCAGGTTCAACACGTGGTCCAACTTTAGGGCTATTT 
        TU502_cgd2_4380  (121) TTAAATCCAGGATATGGTTCACGACCAGGTTCAACACGTGGTCCAACTTTAGGGCTATTT 
                               181                                                      240 
          Cp2_cgd2_4380  (181) ACTAGATCACGTCCAGTTTTTCCAACTCGTAGACCATATTCAGGAATTTTGCTTACCTCT 
          Cp3_cgd2_4380  (181) ACTAGATCACGTCCAGTTTTTCCAACTCGTAGACCATATTCAGGAATTTTGCTTACCTCT 
          Cp4_cgd2_4380  (181) ACTAGATCACGTCCAGTTTTTCCAACTCGTAGACCATATTCAGGAATTTTGCTTACCTCT 
         Iowa_cgd2_4380  (181) ACTAGATCACGTCCAGTTTTTCCAACTCGTAGACCATATTCAGGAATTTTGCTTACCTCT 
      Moredun_cgd2_4380  (181) ACTAGATCACGTCCAGTTTTTCCAACTCGTAGACCATATTCAGGAATTTTGCTTACCTCT 
          W65_cgd2_4380  (181) ACTAGATCACGTCCAGTTTTTCCAACTCGTAGACCATATTCAGGAATTTTGCTTACCTCT 
          W66_cgd2_4380  (181) ACTAGATCACGTCCAGTTTTTCCAACTCGTAGACCATATTCAGGAATTTTGCTTACCTCT 
          W67_cgd2_4380  (181) ACTAGATCACGTCCAGTTTTTCCAACTCGTAGACCATATTCAGGAATTTTGCTTACCTCT 
          W70_cgd2_4380  (181) ACTAGATCACGTCCAGTTTTTCCAACTCGTAGACCATATTCAGGAATTTTGCTTACCTCT 
C.meleagridis_cgd2_4380  (181) ACTAGATCACGTCCAGTTTTTCCAACTCGTAGACCATATTCAGGAATTTTGCTTACCTCT 
          Ch2_cgd2_4380  (181) ACTAGATCACGCCCACCTCTTCCA------------------------------------ 
          Ch3_cgd2_4380  (181) ACTAGATCACGCCCACCTCTTCCA------------------------------------ 
          Ch4_cgd2_4380  (181) ACTAGATCACGCCCACCTCTTCCA------------------------------------ 
        TU502_cgd2_4380  (181) ACTAGATCACGCCCACCTCTTCCA------------------------------------ 
                               241                                                      300 
          Cp2_cgd2_4380  (241) AGTGGTTCGAAGTCCTCTGCTCTTTCAAGCAGATTTGGACAAAAGCCATCAAGTTCTCAT 
          Cp3_cgd2_4380  (241) AGTGGTTCGAAGTCCTCTGCTCTTTCAAGCAGATTTGGACAAAAGCCATCAAGTTCTCAT 
          Cp4_cgd2_4380  (241) AGTGGTTCGAAGTCCTCTGCTCTTTCAAGCAGATTTGGACAAAAGCCATCAAGTTCTCAT 
         Iowa_cgd2_4380  (241) AGTGGTTCGAAGTCCTCTGCTCTTTCAAGCAGATTTGGACAAAAGCCATCAAGTTCTCAT 
      Moredun_cgd2_4380  (241) AGTGGTTCGAAGTCCTCTGCTCTTTCAAGCAGATTTGGACAAAAGCCATCAAGTTCTCAT 
          W65_cgd2_4380  (241) AGTGGTTCGAAGTCCTCTGCTCTTTCAAGCAGATTTGGACAAAAGCCATCAAGTTCTCAT 
          W66_cgd2_4380  (241) AGTGGTTCGAAGTCCTCTGCTCTTTCAAGCAGATTTGGACAAAAGCCATCAAGTTCTCAT 
          W67_cgd2_4380  (241) AGTGGTTCGAAGTCCTCTGCTCTTTCAAGCAGATTTGGACAAAAGCCATCAAGTTCTCAT 
          W70_cgd2_4380  (241) AGTGGTTCGAAGTCCTCTGCTCTTTCAAGCAGATTTGGACAAAAGCCATCAAGTTCTCAT 
C.meleagridis_cgd2_4380  (241) AGTGGTTCGAACTCCTCTGCTCTTTCAAGCAGATTTGGACAAAAGCCATCAAGTTCTCAT 
          Ch2_cgd2_4380  (205) -------------------- ---------------------------------------- 
          Ch3_cgd2_4380  (205) -------------------- ---------------------------------------- 
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          Ch4_cgd2_4380  (205) -------------------- ---------------------------------------- 
        TU502_cgd2_4380  (205) -------------------- ---------------------------------------- 
                               301                                                      360 
          Cp2_cgd2_4380  (301) TCTACAAGTACAGGAACTCGTGCTCTACAAAGCGGTGTAGGAAGCAGATTTTTGAGTCCA 
          Cp3_cgd2_4380  (301) TCTACAAGTACAGGAACTCGTGCTCTACAAAGCGGTGTAGGAAGCAGATTTTTGAGTCCA 
          Cp4_cgd2_4380  (301) TCTACAAGTACAGGAACTCGTGCTCTACAAAGCGGTGTAGGAAGCAGATTTTTGAGTCCA 
         Iowa_cgd2_4380  (301) TCTACAAGTACAGGAACTCGTGCTCTACAAAGCGGTGTAGGAAGCAGATTTTTGAGTCCA 
      Moredun_cgd2_4380  (301) TCTACAAGTACAGGAACTCGTGCTCTACAAAGCGGTGTAGGAAGCAGATTTTTGAGTCCA 
          W65_cgd2_4380  (301) TCTACAAGTACAGGAACTCGTGCTCCACAAAGCGGTGTAGGAAGCAGATTTTTGAGTCCA 
          W66_cgd2_4380  (301) TCTACAAGTACAGGAACTCGTGCTCCACAAAGCGGTGTAGGAAGCAGATTTTTGAGTCCA 
          W67_cgd2_4380  (301) TCTACAAGTACAGGAACTCGTGCTCCACAAAGCGGTGTAGGAAGCAGATTTTTGAGTCCA 
          W70_cgd2_4380  (301) TCTACAAGTACAGGAACTCGTGCTCCACAAAGCGGTGTAGGAAGCAGATTTTTGAGTCCA 
C.meleagridis_cgd2_4380  (301) TCTACAAGTACAGGAACTCGTGCTCTACAAAGCGGTGTAGGAAGCAGATTTTTGAGTCCA 
          Ch2_cgd2_4380  (205) -------------------- ---------------------------------------- 
          Ch3_cgd2_4380  (205) -------------------- ---------------------------------------- 
          Ch4_cgd2_4380  (205) -------------------- ---------------------------------------- 
        TU502_cgd2_4380  (205) -------------------- ---------------------------------------- 
                               361                                                      420 
          Cp2_cgd2_4380  (361) GGATATGGTTCAAGACCAGGTTCAACACGTGGTCCAACTTTAGGGCTATTTACTAGATCA 
          Cp3_cgd2_4380  (361) GGATATGGTTCAAGACCAGGTTCAACACGTGGTCCAACTTTAGGGCTATTTACTAGATCA 
          Cp4_cgd2_4380  (361) GGATATGGTTCAAGACCAGGTTCAACACGTGGTCCAACTTTAGGGCTATTTACTAGATCA 
         Iowa_cgd2_4380  (361) GGATATGGTTCAAGACCAGGTTCAACACGTGGTCCAACTTTAGGGCTATTTACTAGATCA 
      Moredun_cgd2_4380  (361) GGATATGGTTCAAGACCAGGTTCAACACGTGGTCCAACTTTAGGGCTATTTACTAGATCA 
          W65_cgd2_4380  (361) GGATATGGTTCAAGACCAGGTTCAACACGTGGTCCAACTTTAGGGCTATTTACTAGATCA 
          W66_cgd2_4380  (361) GGATATGGTTCAAGACCAGGTTCAACACGTGGTCCAACTTTAGGGCTATTTACTAGATCA 
          W67_cgd2_4380  (361) GGATATGGTTCAAGACCAGGTTCAACACGTGGTCCAACTTTAGGGCTATTTACTAGATCA 
          W70_cgd2_4380  (361) GGATATGGTTCAAGACCAGGTTCAACACGTGGTCCAACTTTAGGGCTATTTACTAGATCA 
C.meleagridis_cgd2_4380  (361) GGATATGGTTCAAGACCAGGTTCAACACGTGGTCCAACTTTAGGGCTATTTACTAGATCA 
          Ch2_cgd2_4380  (205) -------------------- ---------------------------------------- 
          Ch3_cgd2_4380  (205) -------------------- ---------------------------------------- 
          Ch4_cgd2_4380  (205) -------------------- ---------------------------------------- 
        TU502_cgd2_4380  (205) -------------------- ---------------------------------------- 
                               421                                                      480 
          Cp2_cgd2_4380  (421) CGTCCAGTTTTTCCAACTCGTAGACCATATTCAGGAAGTTTGTTTACTTCTAGCAGTTTT 
          Cp3_cgd2_4380  (421) CGTCCAGTTTTTCCAACTCGTAGACCATATTCAGGAAGTTTGTTTACTTCTAGCAGTTTT 
          Cp4_cgd2_4380  (421) CGTCCAGTTTTTCCAACTCGTAGACCATATTCAGGAAGTTTGTTTACTTCTAGCAGTTTT 
         Iowa_cgd2_4380  (421) CGTCCAGTTTTTCCAACTCGTAGACCATATTCAGGAAGTTTGTTTACTTCTAGCAGTTTT 
      Moredun_cgd2_4380  (421) CGTCCAGTTTTTCCAACTCGTAGACCATATTCAGGAAGTTTGTTTACTTCTAGCAGTTTT 
          W65_cgd2_4380  (421) CGTCCAGTTTTTCCAACTCGTAGACCATATTCAGGAAGTTTGCTTACTTCTAGCAGTTTT 
          W66_cgd2_4380  (421) CGTCCAGTTTTTCCAACTCGTAGACCATATTCAGGAAGTTTGCTTACTTCTAGCAGTTTT 
          W67_cgd2_4380  (421) CGTCCAGTTTTTCCAACTCGTAGACCATATTCAGGAAGTTTGCTTACTTCTAGCAGTTTT 
          W70_cgd2_4380  (421) CGTCCAGTTTTTCCAACTCGTAGACCATATTCAGGAAGTTTGCTTACTTCTAGCAGTTTT 
C.meleagridis_cgd2_4380  (421) CGTCCAGTTTTTCCAACTCGTAGACCATATTCAGGAAGTTTGTTTACTTCTAGCAGTTTT 
          Ch2_cgd2_4380  (205) -------------------- ---------------------------------------- 
          Ch3_cgd2_4380  (205) -------------------- ---------------------------------------- 
          Ch4_cgd2_4380  (205) -------------------- ---------------------------------------- 
        TU502_cgd2_4380  (205) -------------------- ---------------------------------------- 
                               481                                                      540 
          Cp2_cgd2_4380  (481) AGATCTTCTAATGCTTCAGACGGATCAGGAGATTCGTCATATAGTTCTCGTTTTACAGGT 
          Cp3_cgd2_4380  (481) AGATCTTCTAATGCTTCAGACGGATCAGGAGATTCGTCATATAGTTCTCGTTTTACAGGT 
          Cp4_cgd2_4380  (481) AGATCTTCTAATGCTTCAGACGGATCAGGAGATTCGTCATATAGTTCTCGTTTTACAGGT 
         Iowa_cgd2_4380  (481) AGATCTTCTAATGCTTCAGACGGATCAGGAGATTCGTCATATAGTTCTCGTTTTACAGGT 
      Moredun_cgd2_4380  (481) AGATCTTCTAATGCTTCAGACGGATCAGGAGATTCGTCATATAGTTCTCGTTTTACAGGT 
          W65_cgd2_4380  (481) AGATCTTCTAATGCTTCAGGCGGATCAGGAGATTCGTCATATAGTTCTCGTTTTACAGGT 
          W66_cgd2_4380  (481) AGATCTTCTAATGCTTCAGGCGGATCAGGAGATTCGTCATATAGTTCTCGTTTTACAGGT 
          W67_cgd2_4380  (481) AGATCTTCTAATGCTTCAGGCGGATCAGGAGATTCGTCATATAGTTCTCGTTTTACAGGT 
          W70_cgd2_4380  (481) AGATCTTCTAATGCTTCAGGCGGATCAGGAGATTCGTCATATAGTTCTCGTTTTACAGGT 
C.meleagridis_cgd2_4380  (481) AGATCTTCTAATGCTTCAGACGGATCAGGAGATTCGTCATATAGTTCTCGTTTTACAGGT 
          Ch2_cgd2_4380  (205) -------------------- ---------------------------------------- 
          Ch3_cgd2_4380  (205) -------------------- ---------------------------------------- 
          Ch4_cgd2_4380  (205) -------------------- ---------------------------------------- 
        TU502_cgd2_4380  (205) -------------------- ---------------------------------------- 
                               541                                                      600 
          Cp2_cgd2_4380  (541) ACAGGAACTCGTGGTTCACAAGGCGGTGTAGGAAGCAGATTTTTGAGTCCAGGATACGGT 
          Cp3_cgd2_4380  (541) ACAGGAACTCGTGGTTCACAAGGCGGTGTAGGAAGCAGATTTTTGAGTCCAGGATACGGT 
          Cp4_cgd2_4380  (541) ACAGGAACTCGTGGTTCACAAGGCGGTGTAGGAAGCAGATTTTTGAGTCCAGGATACGGT 
         Iowa_cgd2_4380  (541) ACAGGAACTCGTGGTTCACAAGGCGGTGTAGGAAGCAGATTTTTGAGTCCAGGATACGGT 
      Moredun_cgd2_4380  (541) ACAGGAACTCGTGGTTCACAAGGCGGTGTAGGAAGCAGATTTTTGAGTCCAGGATACGGT 
          W65_cgd2_4380  (541) ACAGGAACTCGTGGTTCACAAGGCGGTGTAGGAAGCAGATTTTTGAGTCCAGGATACGGT 
          W66_cgd2_4380  (541) ACAGGAACTCGTGGTTCACAAGGCGGTGTAGGAAGCAGATTTTTGAGTCCAGGATACGGT 
          W67_cgd2_4380  (541) ACAGGAACTCGTGGTTCACAAGGCGGTGTAGGAAGCAGATTTTTGAGTCCAGGATACGGT 
          W70_cgd2_4380  (541) ACAGGAACTCGTGGTTCACAAGGCGGTGTAGGAAGCAGATTTTTGAGTCCAGGATACGGT 
C.meleagridis_cgd2_4380  (541) ACAGGAACTCGTGGTTCACAAGGCGGTGTAGGAAGCAGATTTTTGAGTCCAGGATACGGT 
          Ch2_cgd2_4380  (205) -------------------- ---------------------------------------- 
          Ch3_cgd2_4380  (205) -------------------- ---------------------------------------- 
          Ch4_cgd2_4380  (205) -------------------- ---------------------------------------- 
        TU502_cgd2_4380  (205) -------------------- ---------------------------------------- 
                               601                                              652 
          Cp2_cgd2_4380  (601) TTACAACCAGGTTCAGCACGCGGTCCAACTTTGGGGCTATTTACTAGATCAC 
          Cp3_cgd2_4380  (601) TTACAACCAGGTTCAGCACGCGGTCCAACTTTGGGGCTATTTACTAGATCAC 
          Cp4_cgd2_4380  (601) TTACAACCAGGTTCAGCACGCGGTCCAACTTTGGGGCTATTTACTAGATCAC 
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         Iowa_cgd2_4380  (601) TTACAACCAGGTTCAGCACGCGGTCCAACTTTGGGGCTATTTACTAGATCAC 
      Moredun_cgd2_4380  (601) TTACAACCAGGTTCAGCACGCGGTCCAACTTTGGGGCTATTTACTAGATCAC 
          W65_cgd2_4380  (601) TTACAACCAGGTTCAGCACGCGGTCCAACTTTGGGGCTATTTACTAGATCAC 
          W66_cgd2_4380  (601) TTACAACCAGGTTCAGCACGCGGTCCAACTTTGGGGCTATTTACTAGATCAC 
          W67_cgd2_4380  (601) TTACAACCAGGTTCAGCACGCGGTCCAACTTTGGGGCTATTTACTAGATCAC 
          W70_cgd2_4380  (601) TTACAACCAGGTTCAGCACGCGGTCCAACTTTGGGGCTATTTACTAGATCAC 
C.meleagridis_cgd2_4380  (601) TTACAACCAGGTTCAGCACGCGGTCCA------------------------- 
          Ch2_cgd2_4380  (205) -------------------- -------------------------------- 
          Ch3_cgd2_4380  (205) -------------------- -------------------------------- 
          Ch4_cgd2_4380  (205) -------------------- -------------------------------- 
        TU502_cgd2_4380  (205) -------------------- -------------------------------- 
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                   1                                                         60 
 C. parvum      (1) ATGGGTAATAGTTTAAATGTTTTTTTTGCTATTTTTCTAGTTGTTTTTCTTAATTTTTTG 
C. hominis      (1) ATGGGTAATAGTTTAAATGTTTTTTTTGTTATTTTTCTAGTTGTTTTTCTTAATTTTTTG 
                   61                                                       120 
 C. parvum     (61) GGGTTACAAACTTTTTTTAATACCAGAAATGTTGAAAGCAATTTATTTTTAATTTTAAAT 
C. hominis     (61) GGGTTCCAAACTTTTTTTAATACCGGAAATGTTGAAAGCAATTTATTTTTTATTTTAAAT 
                   121                                                      180 
 C. parvum    (121) TCTTATCCATCATTCATTAAGCTTGGAGGAATAAATGGTAGAGAAGGGAGTTCTAGTGGA 
C. hominis    (121) TCTTATCCATCATTCATTAAGCTTGGAGGAATAAAAGGTAGAGAAGGGAGTTCTAACGGA 
                   181                                                      240 
 C. parvum    (181) TTTTCGTCTGGAGGTAGACATGGTTCATTGCAAGGAGGATCATTAAGAGATAGTGCGCGT 
C. hominis    (181) TTTTCGTCTGGAGGTGGACATAGTTCATTTCAAGGAAGATCATTAAGAGATAGTGGGCGT 
                   241                                                      300 
 C. parvum    (241) TCAAGGGGTGGACCTAGATGCTCAAGAGCCCCGCATCCTAGACTCCAAACCATTATTGAG 
C. hominis    (241) TCAAGGGGTAGATCTAGATGCTCAAGAGCTCCGGATCCTAAACTCCAAACCATTATTGAG 
                   301                                                      360 
 C. parvum    (301) TGTTCAGAAACAGATTCAACTGATGGAGGTAGCAATACTGCAAGTCAACCAAATGGCAGA 
C. hominis    (301) TGTTCAGAAACAGATTCACCTGATGGAGTTAGCAATACTGGAAATCAACCAACTGGCAGA 
                   361                                                      420 
 C. parvum    (361) TTTTTAAATCCAGGATATGGTTCACGACCAGG--------- TTCAACACGTGGTCCAACT 
C. hominis    (361) TTTTCAAATCCAGGAGGTGGCTTGCAACCAGGCCCACGTGTTGGATCACGTGGGCCAACT 
                   421                                                      480 
 C. parvum    (412) TTAGGGCTATTTACTAGATCACGTCCAGTTTTTCCAACTCGTAGACCATATTCAGGAATT 
C. hominis    (421) TTAGGGCTATTTACTAGATCACGTCCAACTATTCCAACTCGTAGACCATATTCAGGAATT 
                   481                                                      540 
 C. parvum    (472) TTGCTTACCTCTAGTGGTTCGAAGTCCTCTGCTCTTTCAAGCAGATTTGGACAAAAGCCA 
C. hominis    (481) TTGCTTACCTCTGGTGGGTTGAACTCTTCTGGTCTTTCAAGCAGATTAGGAAAAGCATCA 
                   541                                                      600 
 C. parvum    (532) TCAAGTTCTCATTCTACAAGTACAGGAACTCGTGCTCTACAAAGCGGTGTAGGAAGCAGA 
C. hominis    (541) TCGAGTTCTCATTCTACAAGTGTAGGAACTCGTGGTCCACAAAGCGGTGTAGGAAGCAAA 
                   601                                                      660 
 C. parvum    (592) TTTTTGAGTCCAGGATATGGTTCAAGACCAGGTTCAACACGTGGTCCAACTTTAGGGCTA 
C. hominis    (601) TTTTTGAGTCCAGGATATGGTTCACGACCAGGTTCAGCACGCGGTCCAACTTTAGGGCTA 
                   661                                                      720 
 C. parvum    (652) TTTACTAGATCACGTCCAGTTTTTCCAACTCGTAGACCATATTCAGGAAGTTTGTTTACT 
C. hominis    (661) TTTACTAGATCAAGTCCAACTCTTCCAACTCGTAGACCATATTCAGGAAGTTTGCTTACT 
                   721                                                      780 
 C. parvum    (712) TCTAGCAGTTTTAGATCTTCTAATGCTTCAGACGGATCAGGAGATTCGTCATATAGTTCT 
C. hominis    (721) TCTAGCAGTTTAAGTTCTTCTAATGCTTCAGGTGGATTAGGACAATCGTCATATAGTTCT 
                   781                                                      840 
 C. parvum    (772) CGTTTTACAGGTACAGGAACTCGTGGTTCACAAGGCGGTGTAGGAAGCAGATTTTTGAGT 
C. hominis    (781) CGTTTTACAAGTACAGGAACTC--------- AAGG------------------------- 
                   841                                                      900 
 C. parvum    (832) CCAGGATACGGTTTACAACCAGGTTCAGCACGCGGTCCAACTTTGGGGCTATTTACTAGA 
C. hominis    (807) ------------------------------------------ ------------------ 
                   901                                                      960 
 C. parvum    (892) TCACGCCCACCTCTTCCAACTCGTAAACCATATTCAGGAAGTTTGCTTACTTCTAGCAGA 
C. hominis    (807) -------------------------- ACCATAT--- GGAA-------------------- 
                   961                                                     1020 
 C. parvum    (952) TTGAGTTCTTCTAATG CTTCAGGTGGATTAGGACAATCGTCATCTAGTTCTCGTTTTACA 
C. hominis    (818) ---------------- CTTCAGGT-- AATAGA---------------------- TTTTCT 
                   1021                                                    1080 
 C. parvum   (1012) AGTACAGGACCTCAAGGACCA-- TATGGAACTTCAGGAGTTGGTACACCGTTGGGCCACT 
C. hominis    (838) AGTATTGGA----- AGGACCAGTTCTGTAACTTCAGGAGCTGGTACAGCATCGGGCCAGT 
                   1081                                                    1140 
 C. parvum   (1070) CTGTTTCACCTGAAGGAAAACCACAAGGTTTACTAGCTAGAGGATATATAACATCAAATT 
C. hominis    (893) CTGTTTCATCTGAAAGAATACCACAAGGTTTACAAGCTAGAGGATATATGACATCAAATT 
                   1141                                                    1200 
 C. parvum   (1130) GTCCACGTGGTATTCCAGGTGAGCATCGAGTAGATGTTACTAGTAACGGTTCTTTGATAT 
C. hominis    (953) GTCCACGTGGCATTCCAGGTGAGCATCGAGTAGATATTACTAGTAACGGTTCTTTGATGT 
                   1201                                                    1260 
 C. parvum   (1190) GCTGTTATTGTTATAATAGATGTGATCATGAAGGTTTTAAGCCACCAAGACGAACAACAA 
C. hominis   (1013) GGTGTTATTGTTATAATAGATGTGATCATGAAGGTTTTAAGCCACCAAGACGAACAACGA 
                   1261                                                    1320 
 C. parvum   (1250) CAACAACAACACAATCACCACCATATTCTTCTAGGGGGTACCTGACATTAGATTGTCCAC 
C. hominis   (1073) CAACAACTACACAATCACCACCATATTCTTCTAGGGGGTACTTGACATTAGATTGTCCAC 
                   1321                                                    1380 
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 C. parvum   (1310) TTGGTACCCCAGGTGAACATCGCTTAGATGTTGATAATTCTGGCGTCTTATTTTGCGCTA 
C. hominis   (1133) TTGGTACCCCAGGCGAACATCGCTTAGATGTTACTAGTGATGGCGTGTTATTTTGTGCTA 
                   1381                                                    1440 
 C. parvum   (1370) CTTGTGGTAACAGGTTTAGTCATCAAGGGTGCCCACCACCGAAAATACCGTTATGCCGAA 
C. hominis   (1193) CTTGTGGTAACAAGTTTAGTCATCAAGGGTGCCCACCACCGAAAATACCGAAATGCCGAA 
                   1441                                                    1500 
 C. parvum   (1430) AATAAAACATGAAACAGCACCCATTTCATTATTATTTTCAAACATTTTACACCAAAAACA 
C. hominis   (1253) AA- AAAACATGAAACAGCACCTATTTCATTATTATTTTCGATCATCTTACACTATAAACA 
                   1501                                                    1560 
 C. parvum   (1490) GTTTGCGGTCTAAATACGGCTGCTATATTTTATTTTATATAGATTCCGTTTTTACTTTTG 
C. hominis   (1312) GTTTGCGGTCTAAATACGGCTGCTATATTTTATTTTATATAGATTCCGTTTTTACTTTTG 
                   1561                                                    1620 
 C. parvum   (1550) TAGCACAAAAATGATTGGATTGAAGTCACCGAGTTTTGTAATAGTTTATTTCTAAAAAGG 
C. hominis   (1372) TAGCGCAAAAATAATTGGATTGAAGTTACCGAGTTTTTTAATGATTTGTTTCTAAAAATG 
                   1621                                                    1680 
 C. parvum   (1610) CTAGTAAAGTTGCTTATTTTAATATCTATCCTTTACAATGTTATGTTATAAGTTTGTGCT 
C. hominis   (1432) CTAGTAAAGTTGCTTATTTTAATATCTTTCCTTTACAATGTTAT----- AAGTTTATATT 
                   1681                                                    1740 
 C. parvum   (1670) ATAATTTCGAG--- ATCTTAATGCAAAGATTCTTGGATTATAACTTTCGAAACTTTAGGG 
C. hominis   (1487) ATCATTTCAAGAAGATTTTAATGCAAAGATTCTTGGATTATAGCTTTCAGCCAATTAGTG 
                   1741     1753 
 C. parvum   (1727) T T-- TTAGGGTTT 
C. hominis   (1547) A TCGTAATGGTTT 
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