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RING-like zinc finger

Zinc finger domain

Zn-finger in Ran binding protein and others
Zinc finger C-x8-C-x5-C-x3-H type (and similar)
Ring finger domain

Zinc finger, C3HC4 type (RING finger)
Peridinin-chlorophyll A binding protein
Chlorophyll A-B binding protein

Photosystem | reaction centre subunit llI
Photosystem Il 4 kDa reaction centre component
Photosystem Il 12 kDa extrinsic protein (PsbU)
Photosystem Il 10 kDa phosphoprotein
Carbonic anhydrase

Eukaryotic-type carbonic anhydrase



